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191 The cleavable pre-sequence of an imported chloroplast protein directs attached polypeptides into
yeast mitochondria. EMBO Journal, 1986, 5, 1343-1350. 3.5 149
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inner membrane.. Molecular and Cellular Biology, 1986, 6, 626-634. 1.1 215
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cerevisiae.. Molecular and Cellular Biology, 1986, 6, 2429-2435. 1.1 65
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243 Trehalose and maltose metabolism in yeast transformed by a MAL4 regulatory gene cloned from a
constitutive donor strain. Current Genetics, 1986, 11, 97-106. 0.8 11
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Saccharomyces cerevisiae vacuolar hydrolases.. Molecular and Cellular Biology, 1986, 6, 2500-2510. 1.1 301
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factors that affect phospholipid synthesis.. Molecular and Cellular Biology, 1986, 6, 3320-3328. 1.1 222
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296 Expression and identification of immunity determinants on linear DNA killer plasmids pGKL1 and pGKL2
inKluyveromyces lactis. Nucleic Acids Research, 1987, 15, 1031-1046. 6.5 71
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and Cellular Biology, 1987, 7, 3888-3898. 1.1 90

332 Trans-acting regulatory mutations that alter transcription of Saccharomyces cerevisiae histone
genes.. Molecular and Cellular Biology, 1987, 7, 4204-4210. 1.1 124

333 Cloning and characterization of LOS1, a Saccharomyces cerevisiae gene that affects tRNA splicing..
Molecular and Cellular Biology, 1987, 7, 1208-1216. 1.1 115

334 Phosphorylation of the Saccharomyces cerevisiae equivalent of ribosomal protein S6 has no
detectable effect on growth.. Molecular and Cellular Biology, 1987, 7, 1338-1345. 1.1 63
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391 Expression of a wheat Î±-gliadin gene in Saccharomyces cerevisiae. Gene, 1987, 55, 303-317. 1.0 28
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400 An essential snRNA from S. cerevisiae has properties predicted for U4, including interaction with a
U6-like snRNA. Cell, 1987, 50, 585-592. 13.5 112

401 Expression of human pancreatic secretory trypsin inhibitor in Saccharomyces cerevisiae. Gene, 1987,
59, 151-159. 1.0 15
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428 Isolation and expression analysis of two yeast regulatory genes involved in the derepression of
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431 Regulation of MAL gene expression in yeast: Gene dosage effects. Molecular Genetics and Genomics,
1987, 209, 508-517. 2.4 43
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441 Studies on stability of miniplasmids comprised of only yeast DNA. Current Genetics, 1987, 12, 15-20. 0.8 6
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445 The plasmids of the morels: characterization and prerequisites for vector development. Applied
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477
Divergence of the mitochondrial leucyl tRNA synthetase genes in two closely related yeasts
Saccharomyces cerevisiae and Saccharomyces douglasii: A paradigm of incipient evolution. Molecular
Genetics and Genomics, 1988, 213, 297-309.

2.4 52

478 Retention of autonomous replicating plasmids in cultured Drosophila cells. Molecular Genetics and
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494 Multiple elements regulate expression of the cell cycle-regulated thymidylate synthase gene of
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3282 A novel inhibitor of cap-dependent translation initiation in yeast: p20 competes with eIF4G for binding
to eIF4E. EMBO Journal, 1997, 16, 1114-1121. 3.5 154

3283 Endosomal transport function in yeast requires a novel AAA-type ATPase, Vps4p. EMBO Journal, 1997, 16,
1820-1831. 3.5 377

3284 A novel structural model for regulation of clathrin function. EMBO Journal, 1997, 16, 2227-2239. 3.5 37

3285 Site-directed mutagenesis in basic amino acid residues of Saccharomyces cerevisiae
phosphoenolpyruvate carboxykinase. The Protein Journal, 1997, 16, 233-236. 1.1 4

3286 Minimum Length of Sequence Homology Required forin VivoCloning by Homologous Recombination in
Yeast. Plasmid, 1997, 38, 91-96. 0.4 110

3287 Evaluation of Chemicals with Endocrine Modulating Activity in a Yeast-Based Steroid Hormone
Receptor Gene Transcription Assay. Toxicology and Applied Pharmacology, 1997, 143, 205-212. 1.3 635

3288 Mutational Analysis of Transcriptional Activation by the Bovine Papillomavirus Type 1 E6. Virology,
1997, 236, 30-36. 1.1 14

3289 An Imperfect Correlation between DNA Replication Activity of Epsteinâ€“Barr Virus Nuclear Antigen 1
(EBNA1) and Binding to the Nuclear Import Receptor, Rch1/importin Î±. Virology, 1997, 239, 340-351. 1.1 45

3290 The presence of a Sar1 gene family in Brassica campestris that suppresses a yeast vesicular transport
mutation Sec12-1. Plant Molecular Biology, 1997, 33, 1025-1035. 2.0 17

3291 Title is missing!. Molecular and Cellular Biochemistry, 1997, 172, 67-79. 1.4 117

3292 Antigen-specific inhibition of CD4+ T-cell responses to beta-lactoglobulin by its single amino
acid-substituted mutant form through T-cell receptor antagonism. Cytotechnology, 1997, 25, 115-126. 0.7 9

3293 A small variance in the antigenicity but not function of recombinant Î²-lactoglobulin purified from the
culture supernatant of transformed yeast cells. Cytotechnology, 1997, 23, 133-141. 0.7 4

3294 Title is missing!. Biotechnology Letters, 1997, 19, 503-506. 1.1 5
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3295 Title is missing!. Biotechnology Letters, 1997, 19, 437-441. 1.1 4

3296 Rapid and sensitive detection of b-galactosidase-producing yeasts by using microtiter plate assay.
Biotechnology Letters, 1997, 11, 399-402. 0.5 7

3297 Title is missing!. Biotechnology Letters, 1997, 19, 1169-1173. 1.1 1

3298 Assembly of deletion mutants of the Rieske iron-sulfur protein into the cytochrome bc1 complex of
yeast mitochondria. Journal of Bioenergetics and Biomembranes, 1997, 29, 45-54. 1.0 6

3299 Asparaginase II ofSaccharomyces cerevisiae. Applied Biochemistry and Biotechnology, 1997, 63-65,
203-212. 1.4 21

3300
Integration of the multiple controls regulating the expression of the arginase gene CAR1 of
Saccharomyces cerevisiae in response to different nitrogen signals: role of Gln3p, ArgRp-Mcm1p, and
Ume6p. Molecular Genetics and Genomics, 1997, 253, 568-580.

2.4 30

3301 A novel yeast gene, RHK1, is involved in the synthesis of the cell wall receptor for the HM-1 killer toxin
that inhibits Î²-1,3-glucan synthesis. Molecular Genetics and Genomics, 1997, 254, 139-147. 2.4 22

3302 PRS1 is a key member of the gene family encoding phosphoribosylpyrophosphate synthetase in
Saccharomyces cerevisiae. Molecular Genetics and Genomics, 1997, 254, 148-156. 2.4 33

3303 A novel fission yeast gene, kms1â€Š+, is required for the formation of meiotic prophase-specific nuclear
architecture. Molecular Genetics and Genomics, 1997, 254, 238-249. 2.4 127

3304 Screening and identification of yeast sequences that cause growth inhibition when overexpressed.
Molecular Genetics and Genomics, 1997, 254, 267-274. 2.4 75

3305 A simple signal element mediates transcription termination and mRNA 3â€² end formation in the DEG1 gene
of Saccharomyces cerevisiae. Molecular Genetics and Genomics, 1997, 254, 681-688. 2.4 11

3306 Yeast silencers create domains of nuclease-resistant chromatin in an SIR4 -dependent manner.
Chromosoma, 1997, 106, 136-148. 1.0 7

3307 Mutations in SPK1/RAD53 that specifically abolish checkpoint but not growth-related functions.
Current Genetics, 1997, 31, 97-105. 0.8 53

3308 Heme regulates SOD2 transcription by activation and repression in Saccharomyces cerevisiae. Current
Genetics, 1997, 31, 281-291. 0.8 35

3309 Additional copies of the mitochondrial Ef-Tu and aspartyl-tRNA synthetase genes can compensate for a
mutation affecting the maturation of the mitochondrial tRNA Asp. Current Genetics, 1997, 31, 494-496. 0.8 30

3310 A novel nuclear gene, CBT1, essential for mitochondrial cytochrome b formation: terminal processing
of mRNA and intron dependence. Current Genetics, 1997, 32, 163-174. 0.8 13

3311 A Saccharomyces cerevisiae mitochondrial DNA fragment activates Reg1p-dependent
glucose-repressible transcription in the nucleus. Current Genetics, 1997, 32, 389-398. 0.8 3

3312 Genetic determination of polygalacturonase production in wild-type and laboratory strains of
Saccharomyces cerevisiae. Archives of Microbiology, 1997, 167, 284-288. 1.0 24
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3313 A counter-selectable marker for genetic transformation of the yeast Schwanniomyces alluvius.
Applied Microbiology and Biotechnology, 1997, 48, 204-207. 1.7 8

3314 One-step transformation of the dimorphic yeast Yarrowia lipolytica. Applied Microbiology and
Biotechnology, 1997, 48, 232-235. 1.7 148

3315 Improved efficiency and stability of multiple cloned gene insertions at the Î´ sequences of
Saccharomyces cerevisiae. Applied Microbiology and Biotechnology, 1997, 48, 339-345. 1.7 64

3316
Transformation system for a wastewater treatment yeast, Hansenula fabianii J640: isolation of the
orotidine-5â€²-phosphate decarboxylase gene ( URA3 ) and uracil auxotrophic mutants. Applied
Microbiology and Biotechnology, 1997, 48, 621-625.

1.7 11

3317 Specific interactions between the K domains of AG and AGLs, members of the MADS domain family of
DNA binding proteins. Plant Journal, 1997, 12, 999-1010. 2.8 196

3318 Involvement of the MRE2 gene of yeast in formation of meiosis-specific double-strand breaks and
crossover recombination through RNA splicing. Genes To Cells, 1997, 2, 65-79. 0.5 50

3319 Regionâ€•specific meiotic recombination in Schizosaccharomyces pombe : the rec11 gene. Molecular
Microbiology, 1997, 23, 869-878. 1.2 39

3320 Bidirectional regulation of two DNAâ€•damageâ€•inducible genes, MAG1 and DDI1 , from Saccharomyces
cerevisiae. Molecular Microbiology, 1997, 23, 777-789. 1.2 45

3321 Gzf3p, a fourth GATA factor involved in nitrogen-regulated transcription in Saccharomyces
cerevisiae. Molecular Microbiology, 1997, 23, 1157-1168. 1.2 102

3322 The C-terminal Domain of Snf3p is Sufficient to Complement the Growth Defect ofsnf3 Null Mutations
inSaccharomyces cerevisiae:SNF3 Functions in Glucose Recognition. , 1997, 13, 9-20. 58

3323 Analysis of the Structure of a Natural Alternating d(TA)n Sequence in Yeast Chromatin. , 1997, 13,
313-326. 23

3324 Identification of Gene encoding a Putative RNA-Helicase, Homologous to SKI2, in Chromosome VII
ofSaccharomyces cerevisiae. , 1997, 13, 391-397. 19

3325 Isolation of aSchizosaccharomyces pombe Gene Which in High Copy Confers Resistance to the
Nucleoside Analogue 5-Azacytidine. Yeast, 1997, 13, 463-474. 0.8 8

3326 Secretion of Mouse Î±-Amylase fromKluyveromyces lactis. , 1997, 13, 699-706. 28

3327 Characterization of the Checkpoint GeneRAD53/MEC2 inSaccharomyces cerevisiae. , 1997, 13, 735-745. 20

3328 Isolation of Three Contiguous Genes,ACR1,ACR2 andACR3, Involved in Resistance to Arsenic
Compounds in the YeastSaccharomyces cerevisiae. , 1997, 13, 819-828. 211

3329 GCR1-Dependent Transcriptional Activation of Yeast Retrotransposon Ty2-917. , 1997, 13, 917-930. 29

3330 Isolation and Characterization of theKlHEM1 Gene inKluyveromyces lactis. , 1997, 13, 961-971. 16
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3331 Phylogenetic Relationships of Fungal Cytochromesc. , 1997, 13, 985-990. 12

3332 Accumulation of Misfolded Protein Aggregates Leads to the Formation of Russell Body-like Dilated
Endoplasmic Reticulum in Yeast. , 1997, 13, 1009-1020. 45

3333 Molecular Cloning of Chromosome I DNA fromSaccharomyces cerevisiae: Characterization of the
54â€‰kb Right TerminalCDC15-FLO1-PHO11 Region. Yeast, 1997, 13, 1251-1263. 0.8 17

3334 Lys80p ofSaccharomyces cerevisiae, previously proposed as a specific repressor ofLYS genes, is a
pleiotropic regulatory factor identical to Mks1p. , 1997, 13, 1337-1346. 38

3335 Functional differences among the sixSaccharomyces cerevisiae tRNATrp genes. Yeast, 1997, 13, 1357-1362. 0.8 12

3336 Hydroxynitrile lyase from Hevea brasiliensis: Molecular characterization and mechanism of enzyme
catalysis. , 1997, 27, 438-449. 33

3337 Genetic and biochemical analysis of the transmembrane domain ofArabidopsis
3-hydroxy-3-methylglutaryl coenzyme A reductase. Journal of Cellular Biochemistry, 1997, 65, 443-459. 1.2 13

3338 Title is missing!. Biotechnology Letters, 1998, 20, 9-13. 1.1 4

3339 Conserved Ser residues in the basic region of the bZIP-type transcription factor HBP-1a(17): importance
in DNA binding and possible targets for phosphorylation. Plant Molecular Biology, 1998, 36, 125-136. 2.0 23

3340
Engineering in vivo instability of firefly luciferase and Escherichia coli beta-glucuronidase in higher
plants using recognition elements from the ubiquitin pathway. Plant Molecular Biology, 1998, 37,
337-347.

2.0 45

3341 pmp1+, a suppressor of calcineurin deficiency, encodes a novel MAP kinase phosphatase in fission yeast.
EMBO Journal, 1998, 17, 140-148. 3.5 109

3342 D-type cyclins repress transcriptional activation by the v-Myb but not the c-Myb DNA-binding domain.
EMBO Journal, 1998, 17, 255-268. 3.5 90

3343 The Vps4p AAA ATPase regulates membrane association of a Vps protein complex required for normal
endosome function. EMBO Journal, 1998, 17, 2982-2993. 3.5 684

3344
Novel developmentally regulated phosphoinositide binding proteins from soybean whose expression
bypasses the requirement for an essential phosphatidylinositol transfer protein in yeast. EMBO
Journal, 1998, 17, 4004-4017.

3.5 69

3345 ATP binding and hydrolysis are essential to the function of the Hsp90 molecular chaperone invivo.
EMBO Journal, 1998, 17, 4829-4836. 3.5 662

3346
Phosphoinositide signaling and turnover: PtdIns(3)P, a regulator of membrane traffic, is transported
to the vacuole and degraded by a process that requires lumenal vacuolar hydrolase activities. EMBO
Journal, 1998, 17, 4930-4942.

3.5 139

3347 The Cdc42p effector Gic2p is targeted for ubiquitin-dependent degradation by the SCFGrr1 complex.
EMBO Journal, 1998, 17, 5360-5373. 3.5 95

3348 Apc10 and Ste9/Srw1, two regulators of the APCâ€“cyclosome, as well as the CDK inhibitor Rum1 are
required for G1 cell-cycle arrest in fission yeast. EMBO Journal, 1998, 17, 5388-5399. 3.5 92
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3349 Accumulation of mitochondrially synthesized Saccharomyces cerevisiae Cox2p and Cox3p depends on
targeting information in untranslated portions of their mRNAs. EMBO Journal, 1998, 17, 5796-5804. 3.5 107

3350 Cooperative DNA-binding by Bicoid provides a mechanism for threshold-dependent gene activation in
the Drosophila embryo. EMBO Journal, 1998, 17, 5998-6009. 3.5 161

3351 The TOR nutrient signalling pathway phosphorylates NPR1 and inhibits turnover of the tryptophan
permease. EMBO Journal, 1998, 17, 6924-6931. 3.5 289

3352 The yeast histidine protein kinase, Sln1p, mediates phosphotransfer to two response regulators, Ssk1p
and Skn7p. EMBO Journal, 1998, 17, 6952-6962. 3.5 162

3353 Crm1p mediates regulated nuclear export of a yeast AP-1-like transcription factor. EMBO Journal, 1998,
17, 7416-7429. 3.5 224

3354 Distinct functions of calmodulin are required for the uptake step of receptor-mediated endocytosis
in yeast: the type I myosin Myo5p is one of the calmodulin targets. EMBO Journal, 1998, 17, 635-647. 3.5 54

3355 epsilon -COP is a structural component of coatomer that functions to stabilize alpha -COP. EMBO
Journal, 1998, 17, 985-995. 3.5 77

3356 GPR1 encodes a putative G protein-coupled receptor that associates with the Gpa2p GÎ± subunit and
functions in a Ras-independent pathway. EMBO Journal, 1998, 17, 1996-2007. 3.5 290

3357 UTF1, a novel transcriptional coactivator expressed in pluripotent embryonic stem cells and
extra-embryonic cells. EMBO Journal, 1998, 17, 2019-2032. 3.5 167

3358 A dileucine-like sorting signal directs transport into an AP-3-dependent, clathrin-independent pathway
to the yeast vacuole. EMBO Journal, 1998, 17, 2482-2493. 3.5 106

3359 Surface-related Changes of Fusing Phytophthora Zoospores. Journal of Phytopathology, 1998, 146,
179-184. 0.5 1

3360 Identification of themgc1mutation which affects mating-pheromone-induced morphogenesis in the
yeastSaccharomyces cerevisiae. FEMS Microbiology Letters, 1998, 161, 359-364. 0.7 2

3361 Green fluorescent protein-cell wall fusion proteins are covalently incorporated into the cell wall
ofSaccharomyces cerevisiae. FEMS Microbiology Letters, 1998, 162, 249-255. 0.7 49

3362 Cloning, molecular characterization, and expression of an endo-polygalacturonase-encoding gene
fromSaccharomyces cerevisiaeIM1-8b. FEMS Microbiology Letters, 1998, 164, 249-255. 0.7 51

3363 Soluble fumarate reductase isoenzymes fromSaccharomyces cerevisiaeare required for anaerobic
growth. FEMS Microbiology Letters, 1998, 165, 111-116. 0.7 40

3364 Saccharomyces cerevisiae ACR2gene encodes an arsenate reductase. FEMS Microbiology Letters, 1998,
168, 127-136. 0.7 118

3365

Molecular Cloning and Functional Analysis of Cynomolgus Monkey CYP1A2 11The nucleotide sequence
reported in this paper appears in the GSDB, DDBJ, EMBL, and GenBank database with accession number
â€œD86474,â€• definition â€œMacaca fascicularis adult liver mRNA for cytochrome P-450.â€•. Biochemical
Pharmacology, 1998, 56, 131-139.

2.0 31

3366
Stage-specific expression of the 14-3-3 gene in Echinococcus multilocularis1Note: sequence
information presented in this study is available in the EMBL, GenBankâ„¢ and DDJB databases under the
accession number U63643.1. Molecular and Biochemical Parasitology, 1998, 91, 281-293.

0.5 57
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3367

Cloning of a cdc2-related protein kinase from Trypanosoma cruzi that interacts with mammalian
cyclins1Note: The nucleotide sequences reported in this paper has been submitted to the
GenBankTM/EMBL data bank with accession numbers tzcrk3, U69958; tzcrk3a, U69960; tzcrk3b U69959;
tzcrk1, U74762; tzcrk1a, U74763; tzcrk1b, U74764; tzcrk1c, U74765; tzcrk1d, U74766.1. Molecular and
Biochemical Parasitology, 1998, 91, 337-351.

0.5 30

3368 Structure/function analysis of the domains required for the multimerisation of phenylalanine
hydroxylase. BBA - Proteins and Proteomics, 1998, 1382, 295-304. 2.1 19

3369 D-Arabinose dehydrogenase and its gene from Saccharomyces cerevisiae. BBA - Proteins and
Proteomics, 1998, 1429, 29-39. 2.1 60

3370 Transformation of Saccharomyces cerevisiae by the lithium acetate/single-stranded carrier
DNA/polyethylene glycol protocol. Technical Tips Online, 1998, 3, 133-137. 0.2 105

3371 Brewing properties of sake yeast whose EST2 gene encoding isoamyl acetate-hydrolyzing esterase was
disrupted. Journal of Bioscience and Bioengineering, 1998, 85, 101-106. 0.9 43

3372 Isolation of oversecreting mutant strains of the yeast Yarrowia lypolytica. Journal of Bioscience and
Bioengineering, 1998, 85, 180-184. 0.9 4

3373 Expression and subcellular localization of Candida tropicalis catalase in catalase gene disruptants of
Saccharomyces cerevisiae. Journal of Bioscience and Bioengineering, 1998, 85, 571-578. 0.9 4

3374 Evaluation of the function of arming yeast displaying glucoamylase on its cell surface by direct
fermentation of corn to ethanol. Journal of Bioscience and Bioengineering, 1998, 86, 569-572. 0.9 23

3375 Fungal protoplasts: relics or modern objects of molecular research?. Microbiological Research, 1998,
153, 97-104. 2.5 8

3376 The mammalian small heat-shock protein Hsp20 forms dimers and is a poor chaperone. FEBS Journal,
1998, 258, 1014-1021. 0.2 86

3377 Trans-kingdom conjugation offers a powerful gene targeting. Genetic Analysis, Techniques and
Applications, 1998, 14, 65-73. 1.5 11

3378 Inulase-secreting strain ofSaccharomyces cerevisiae produces fructose. , 1998, 60, 492-497. 7

3379 Cloning of the Multicopy Suppressor Gene SUR7: Evidence for a Functional Relationship between the
Yeast Actin-binding Protein Rvs167 and a Putative Membranous Protein. , 1998, 13, 747-761. 29

3380 Mutations of theCDC28 gene and the radiation sensitivity ofSaccharomyces cerevisiae. , 1998, 14,
133-146. 21

3381 Characterization of a branched-chain amino-acid aminotransferase fromSchizosaccharomyces pombe.
, 1998, 14, 189-194. 18

3382 During the initiation of fermentation overexpression of hexokinase PII in yeast transiently causes a
similar deregulation of glycolysis as deletion of Tps1. , 1998, 14, 255-269. 38

3383 Glycosylation of human Î±1-antitrypsin inSaccharomyces cerevisiae and methylotrophic yeasts. , 1998, 14,
371-381. 54

3384 Identification ofYHR019 inSaccharomyces cerevisiae chromosome VIII as the gene for the cytosolic
asparaginyl-tRNA synthetase. , 1998, 14, 527-533. 5
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3385 A novel esterase fromSaccharomyces carlsbergensis, a possible function for the yeastTIP1 gene. , 1998,
14, 793-803. 18

3386 Highly efficient assimilation of lactose by a metabolically engineered strain ofSaccharomyces
cerevisiae. , 1998, 14, 827-837. 44

3387 Chromosomal DNA patterns and gene stability ofPichia pastoris. , 1998, 14, 895-903. 24

3388 Isolation and nucleotide sequence of the gene encoding phosphoenolpyruvate carboxykinase
fromKluyveromyces lactis. , 1998, 14, 963-967. 7

3389 Functional analysis of three adjacent open reading frames from the right arm of yeast chromosome
XVI. Yeast, 1998, 14, 1027-1039. 0.8 5

3390 New constructs and strategies for efficient PCR-based gene manipulations in yeast. Yeast, 1998, 14,
1139-1146. 0.8 86

3391 Molecular cloning and sequence analysis of theSchizosaccharomyces pombe ade10+ gene. Yeast, 1998,
14, 1307-1310. 0.8 1

3392 Detection ofAPC mutations by a yeast-based protein truncation test (YPTT). , 1998, 21, 290-297. 7

3393 Mms4, a putative transcriptional (co)activator, protects Saccharomyces cerevisiae cells from
endogenous and environmental DNA damage. Molecular Genetics and Genomics, 1998, 257, 614-623. 2.4 30

3394 Datin, a yeast poly(dA:dT)-binding protein, behaves as an activator of the wild-type ILV1 promoter and
interacts synergistically with Reb1p. Molecular Genetics and Genomics, 1998, 258, 95-103. 2.4 12

3395 The Cdc14 phosphatase is functionally associated with the Dbf2 protein kinase in
Saccharomycescerevisiae. Molecular Genetics and Genomics, 1998, 258, 104-116. 2.4 23

3396 Phosphoinositide-specific phospholipase C forms a complex with 14-3-3 proteins and is involved in
expression of UV resistance in fission yeast. Molecular Genetics and Genomics, 1998, 258, 139-147. 2.4 21

3397 Isolation of an extragenic suppressor of the rna1-1 mutation in Saccharomyces cerevisiae. Molecular
Genetics and Genomics, 1998, 259, 404-413. 2.4 3

3398 Involvement of histidine permease (Hip1p) in manganese transport in Saccharomyces cerevisiae.
Molecular Genetics and Genomics, 1998, 259, 541-548. 2.4 16

3399 Efficient initiation of S-phase in yeast requires Cdc40p, a protein involved in pre-mRNA splicing.
Molecular Genetics and Genomics, 1998, 260, 232-241. 2.4 22

3400 The MCM16 gene of the yeast Saccharomyces cerevisiae is required for chromosome segregation.
Molecular Genetics and Genomics, 1998, 260, 242-250. 2.4 19

3401 Improvement of heterologous protein productivity through a selected bioprocess strategy and
medium design. Applied Biochemistry and Biotechnology, 1998, 74, 173-189. 1.4 1

3402 Simultaneous saccharification of inulin and ethanol fermentation by recombinantSaccharomyces
cerevisiae secreting inulinase. Biotechnology and Bioprocess Engineering, 1998, 3, 55-60. 1.4 0



191

Citation Report

# Article IF Citations

3403 Characterization of expression of a plant oleate desaturase in yeast. JAOCS, Journal of the American
Oil Chemists' Society, 1998, 75, 77-79. 0.8 10

3404 Process development for high-level secretory production of carboxypeptidase Y by Saccharomyces
cerevisiae. Applied Microbiology and Biotechnology, 1998, 50, 34-41. 1.7 18

3405 A Short Region from the LEU2 Gene of Saccharomyces cerevisiae Functions as an ARS in the Yeast
Saccharomyces exiguus Yp74L-3. Current Microbiology, 1998, 37, 426-430. 1.0 3

3406 Over-expression of the yeast BFR2 gene partially suppresses the growth defects induced by Brefeldin A
and by four ER-to-Golgi mutations. Current Genetics, 1998, 33, 21-28. 0.8 6

3407 Synergism between yeast nucleotide and base excision repair pathways in the protection against DNA
methylation damage. Current Genetics, 1998, 33, 92-99. 0.8 64

3408 The Tup1-Ssn6 general repressor is involved in repression of IME1 encoding a transcriptional activator
of meiosis in Saccharomyces cerevisiae. Current Genetics, 1998, 33, 239-247. 0.8 30

3409 Exogenous inositol and genes responsible for inositol transport are required for mating and
sporulation in Schizosaccharomyces pombe. Current Genetics, 1998, 33, 255-261. 0.8 32

3410 Functional analysis of upstream activating elements in the promoter of the FBP1 gene from
Saccharomyces cerevisiae. Current Genetics, 1998, 33, 406-411. 0.8 15

3411 Role of yeast Rth1 nuclease and its homologs in mutation avoidance, DNA repair, and DNA replication.
Current Genetics, 1998, 34, 21-29. 0.8 55

3412
The essential Schizosaccharomyces pombe cdc23 DNA replication gene shares structural and
functional homology with the Saccharomyces cerevisiae DNA43 ( MCM10 ) gene. Current Genetics,
1998, 34, 164-171.

0.8 38

3413
Phosphatidylglycerolphosphate synthase encoded by the PEL1/PGS1 gene in Saccharomyces cerevisiae is
localized in mitochondria and its expression is regulated by phospholipid precursors. Current
Genetics, 1998, 34, 297-302.

0.8 52

3414 The two 3-deoxy- d - arabino -heptulosonate-7-phosphate synthase isoenzymes from Saccharomyces
cerevisiae show different kinetic modes of inhibition. Archives of Microbiology, 1998, 169, 517-524. 1.0 31

3415 Expression of the yeast BFR2 gene is regulated at the transcriptional level and through degradation
of its product. Molecular Genetics and Genomics, 1998, 258, 215-221. 2.4 8

3416 Bioconversion using immobilized recombinant flocculent yeast cells carrying a fused enzyme gene in
an `intelligent' bioreactor. Biochemical Engineering Journal, 1998, 2, 229-235. 1.8 29

3417 Mutagenesis of histidine 26 demonstrates the importance of loopâ€•loop and loopâ€•protein interactions
for the function of isoâ€•1â€•cytochrome c. Protein Science, 1998, 7, 994-1005. 3.1 10

3418 Isolation and molecular characterization of theArabidopsis TPS1gene, encoding trehaloseâ€•6â€•phosphate
synthase. Plant Journal, 1998, 13, 685-689. 2.8 215

3419 Identification ofsna41gene, which is the suppressor ofnda4mutation and is involved in DNA
replication inSchizosaccharomyces pombe. Genes To Cells, 1998, 3, 157-166. 0.5 32

3420 A Ste6p/P-glycoprotein homologue from the asexual yeast Candida albicans transports the a-factor
mating pheromone in Saccharomyces cerevisiae. Molecular Microbiology, 1998, 27, 587-598. 1.2 55
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3421 Probing the active site of mitogillin, a fungal ribotoxin. Molecular Microbiology, 1998, 29, 1019-1027. 1.2 25

3422 Characterization of the geranylgeranyl transferase type I fromSchizosaccharomyces pombe.
Molecular Microbiology, 1998, 29, 1357-1367. 1.2 26

3423 Molecular cloning and characterization of aCandida albicansgene coding for cytochromechaem lyase
and a cell wall-related protein. Molecular Microbiology, 1998, 30, 67-81. 1.2 15

3424 Spermine is not essential for growth of Saccharomyces cerevisiae: identification of the SPE4 gene
(spermine synthase) and characterization of a spe4 deletion mutant. Gene, 1998, 210, 195-201. 1.0 64

3425 cDNA cloning and functional analysis of p28 (Nas6p) and p40.5 (Nas7p), two novel regulatory subunits
of the 26S proteasome. Gene, 1998, 216, 113-122. 1.0 83

3426 Characterization of alg2 encoding a mannosyltransferase in the zygomycete fungus Rhizomucor
pusillus. Gene, 1998, 221, 179-184. 1.0 13

3427 Isolation of overexpressed yeast genes which prevent aminoglycoside toxicity. Hearing Research, 1998,
120, 62-68. 0.9 4

3428 N-Glycosylation does not affect assembly and targeting of proglycinin in yeast. Biochimica Et
Biophysica Acta - General Subjects, 1998, 1379, 107-117. 1.1 9

3429 4 Transformation of Yeast by the Lithium Acetate/Single-Stranded Carrier DNA/PEG Method. Methods
in Microbiology, 1998, 26, 53-66. 0.4 75

3430 Using yeast to study glucocorticoid receptor phosphorylation. Journal of Steroid Biochemistry and
Molecular Biology, 1998, 66, 303-318. 1.2 13

3431 Regulation of human estrogen receptor by phytoestrogens in yeast and human cells. Journal of
Steroid Biochemistry and Molecular Biology, 1998, 67, 421-429. 1.2 82

3432 Gametogenesis in Yeast Is Regulated by a Transcriptional Cascade Dependent on Ndt80. Molecular Cell,
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3433 Broad, but Not Universal, Transcriptional Requirement for yTAFII17, a Histone H3â€“like TAFII Present in
TFIID and SAGA. Molecular Cell, 1998, 2, 653-661. 4.5 94

3434 The Meiosis-Specific Hop2 Protein of S. cerevisiae Ensures Synapsis between Homologous
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3435 Transactivation potential of the C-terminus of human Nm23-H1. FEBS Letters, 1998, 423, 235-238. 1.3 13

3436 Yeast putative transcription factors involved in salt tolerance. FEBS Letters, 1998, 425, 323-328. 1.3 129
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3438 Heterologous expression of human H1 histones in yeast. FEBS Letters, 1998, 435, 245-250. 1.3 23
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3439 phd1+, a histone deacetylase gene ofSchizosaccharomyces pombe, is required for the meiotic cell cycle
and resistance to trichostatin A1. FEBS Letters, 1998, 436, 193-196. 1.3 16

3440 Enhanced secretion of hydrophobic peptide fused lysozyme by the introduction ofN-glycosylation
signal and the disruption of calnexin gene inSaccharomycescerevisiae. FEBS Letters, 1998, 440, 89-92. 1.3 32

3441 Incorporation of extracellular phospholipids and their effect on the growth and lipid metabolism of
the Saccharomyces cerevisiae cho1/pss mutant. Lipids and Lipid Metabolism, 1998, 1394, 23-32. 2.6 11
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Identification of the Orotidine-5â€²-Phosphate Decarboxylase Gene and Development of a Transformation
System in the YeastSaccharomyces exiguusYp74L-3. Bioscience, Biotechnology and Biochemistry, 1998,
62, 2280-2282.

0.6 5

3443 Morphogenesis beyond Cytokinetic Arrest in Saccharomyces cerevisiae. Journal of Cell Biology, 1998,
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3444 Purification and characterization of Hrp1, a Homolog of Mouse CHD1 from the fission
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