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Russian individuals. Hla, 2023, 101, 181-182. 0.4 3

2727 Identification of a new <scp>HLAâ€•B</scp> allele, <i>HLAâ€•B*51:371</i>. Hla, 2023, 101, 170-171. 0.4 3

2728 Detection of the novel <scp>HLA</scp> allele, <i>HLAâ€•DRB1*08:112</i>, identified in a Danish family. Hla,
2023, 101, 186-187. 0.4 4

2729 86 novel <scp> <i>HLAâ€•E</i> </scp> alleles discovered through fullâ€•gene sequencing of 6,227
haematopoietic cell transplant patients and unrelated donors. Hla, 0, , . 0.4 3

2730 A novel <scp>HLAâ€•C</scp> null allele, <i>HLAâ€•C*08:236N</i>, identified by nextâ€•generation sequencing in
a Chinese individual. Hla, 2023, 101, 184-185. 0.4 3

2731 Identification of the novel <i>HLAâ€•B*46:01:33</i> allele by next generation sequencing in a Chinese
individual. Hla, 2023, 101, 166-167. 0.4 3

2732 Identification of the novel <scp>HLA</scp> allele, <i>HLAâ€•B*37:01:01:19</i>, in an individual from
northern India. Hla, 2023, 101, 163-164. 0.4 3

2733 Characterization of the novel <i><scp>HLAâ€•C</scp>*05:01:72</i> allele by next generation sequencing.
Hla, 2023, 101, 179-181. 0.4 3

2734 The identification of three novel HLAâ€•A alleles: <i>HLAâ€•A*03:390:02</i>, â€•<i>A*26:112:02</i> and
â€•<i>A*26:221</i>. Hla, 2023, 101, 148-149. 0.4 3

2735 A novel <scp>HLAâ€•C</scp> allele, <scp><i>HLAâ€•C</i></scp><i>*03:614</i>, identified by nextâ€•generation
sequencing in a Chinese individual. Hla, 2023, 101, 177-178. 0.4 3

2736 Identification of three novel <scp>HLA</scp> class I alleles: <i>HLAâ€•A*02:1008</i>, <i>â€•A*24:553</i> and
<i>â€•C*12:350</i>. Hla, 2023, 101, 145-146. 0.4 3

2737 Characterization of the novel <scp><i>HLAâ€•B</i></scp>*<i>58:01:01:19</i> allele by nextâ€•generation
sequencing. Hla, 2023, 101, 173-174. 0.4 3

2738 Detection of the <i>HLAâ€•DQB1*03:151</i> allele in a Taiwanese umbilical cord blood unit. Hla, 2023, 101,
193-194. 0.4 3

2739 Identification of the novel <i>HLAâ€•C*07:02:01:184</i> allele in an Indian individual from a Kshatriya
family. Hla, 0, , . 0.4 3

2740 The novel <i>HLAâ€•A*11:416</i> allele was identified during highâ€•resolution <scp>HLA</scp> typing. Hla,
2023, 101, 155-156. 0.4 3
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2741 Histocompatibility in Live Donor Kidney Transplantation. , 2022, , 69-86. 0

2742 Genomic sequence of the <scp><i>HLAâ€•A*02:01:209</i></scp> allele identified in a solid organ recipient.
Hla, 2023, 101, 270-271. 0.4 3

2743
Identification of the novel HLAâ€•DPA1*01:03:43 allele resulting from an intralocus recombination
involving the DPA1*04:01:01:03 and DPA1*01:03:01:27 alleles sequenced by Next Generation Sequencing
(NGS). International Journal of Immunogenetics, 0, , .

0.8 3

2744 The novel <i>HLAâ€•DQB1*04:93</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 305-307. 0.4 3

2745 The novel allele <i>HLAâ€•B*35:564</i>, identified by nextâ€•generation sequencing in a Chinese individual.
Hla, 2023, 101, 283-284. 0.4 3

2746
Discovery of the novel <i>HLA</i>â€•<i>B</i>*<i>57</i>:<i>164</i> allele, a variant of
<i>HLA</i>â€•<i>B</i>*<i>57</i>:<i>01</i>:<i>01</i>:<i>01</i>, in a <scp>T</scp>aiwanese individual. Hla,
2023, 101, 288-289.

0.4 3

2747 The novel <scp><i>HLAâ€•B*15:644</i></scp> allele, identified by Sanger dideoxy nucleotide sequencing in
a Chinese individual. Hla, 2023, 101, 281-283. 0.4 3

2748 The IPD-IMGT/HLA Database. Nucleic Acids Research, 2023, 51, D1053-D1060. 6.5 405

2749 Characterization of the novel <i>HLAâ€•DPB1*1348:01</i> allele by sequencingâ€•based typing. Hla, 2023, 101,
313-314. 0.4 4

2750 Identification of the novel class <scp>II</scp> allele, <scp><i>HLAâ€•DPA1*01:127</i></scp>. Hla, 2023, 101,
199-200. 0.4 3

2751 Nomenclature for factors of the <scp>HLA</scp> system, update July, August and September 2022. Hla,
2022, 100, 673-710. 0.4 3

2752 Identification of the novel <i>HLAâ€•DQA1*01:01:01:11</i> and â€•<i>DQA1*01:03:01:13</i> alleles in individuals
from India. Hla, 2023, 101, 296-297. 0.4 3

2753 The novel <i>HLAâ€•C*03:605</i> allele, identified using nextâ€•generation sequencing in a Chinese
individual. Hla, 2023, 101, 291-292. 0.4 3

2754 The novel <scp><i>HLAâ€•B*40:01:78</i></scp> allele, identified by Sanger dideoxy nucleotide sequencing
in a Chinese individual. Hla, 2023, 101, 285-286. 0.4 3

2755 The novel <scp>HLAâ€•A</scp> *24:02:159 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2756 Discovery of a novel <i>HLAâ€•C*04</i> null allele, <i>HLAâ€•C*04:279N</i>, in a Singaporean individual. Hla,
2023, 101, 293-294. 0.4 3

2757 The novel <i>HLAâ€•A*02:1068Q</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 271-272. 0.4 3

2758 The novel <scp><i>HLAâ€•B*55:131</i></scp> allele, identified by <scp>Sanger</scp> dideoxy nucleotide
sequencing in a <scp>Chinese</scp> individual. Hla, 2023, 101, 286-287. 0.4 3
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2759 The novel <i>HLAâ€•DQB1*03:499N</i> allele identified by <scp>Sanger</scp> dideoxy nucleotide
sequencing in a <scp>Chinese</scp> individual. Hla, 2023, 101, 304-305. 0.4 3

2760 The novel <i>HLAâ€•DRB1*14:07:03</i> allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 2023, 101, 294-296. 0.4 3

2761 The novel <i>HLAâ€•DQB1*02:01:44</i> allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 2023, 101, 301-302. 0.4 3

2762 Characterization of the novel <i>HLAâ€•DPA1*02:01:21</i> allele by sequencingâ€•based typing. Hla, 2023, 101,
309-311. 0.4 4

2763 Characterization of the novel <i>HLAâ€•DQA1*02:01:14</i> allele by sequencingâ€•based typing. Hla, 2023, 101,
298-299. 0.4 4

2764 Characterization of the novel <i>HLAâ€•DPB1</i> * <i>11:01:06</i> allele by sequencingâ€•based typing. Hla, 0, ,
. 0.4 1

2765 Characterization of four novel <scp>HLAâ€•B</scp> alleles: <i>HLAâ€•B*07:02:92</i>, <i>â€•B*40:02:36</i>,
â€•<i>B*18:220</i>, <i>â€•B*18:221</i>. Hla, 2023, 101, 274-276. 0.4 3

2766 Identification of the novel <scp> <i>HLAâ€•B*07:458</i> </scp> allele, detected in two unrelated bone
marrow donors. Hla, 0, , . 0.4 3

2767 Characterization of the novel HLAâ€•B*08:302 allele by sequencingâ€•based typing. Hla, 0, , . 0.4 4

2768 Characterization of the novel <i>HLA</i> â€• <i>DQA1</i> * <i>05</i> : <i>05</i> : <i>14</i> allele by
sequencingâ€•based typing. Hla, 0, , . 0.4 4

2769 Identification of the novel <scp> <i>HLAâ€•DRB1*11:308</i> </scp> allele in a Greek individual. Hla, 0, , . 0.4 3

2770 Identification of <scp> <i>HLAâ€•DPA1</i> </scp> * <i>01:03:01:57</i> and <scp> <i>HLAâ€•DPA1</i> </scp> *
<i>02:01:01:29</i> from a caseâ€“control study of atopic dermatitis. Hla, 0, , . 0.4 3

2771 The novel <i>HLAâ€•C*01:239</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 289-290. 0.4 3

2772 The novel <i>HLAâ€•DQB1*03:03:29</i> allele, identified by sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 2023, 101, 302-304. 0.4 3

2773 The novel <scp>HLAâ€•A</scp> *24:02:160 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2774 The novel <scp><i>HLAâ€•C*12:365</i></scp> allele identified in a Gujarati individual from India. Hla, 2023,
101, 554-555. 0.4 3

2775 Identification of the novel <scp>HLAâ€•C</scp> *05:269 allele by nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2776 Characterization of two new <scp>HLAâ€•DPB1</scp> alleles: <i>HLAâ€•DPB1*1443:01</i> and â€•
<i>DPB1*11:01:07</i>. Hla, 0, , . 0.4 3
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2777 Identification and characterization of the novel <scp> <i>HLAâ€•A*23:122</i> </scp> allele by
nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2778 The novel <scp> <i>HLAâ€•C*07:1029</i> </scp> allele, identified by Sanger dideoxy nucleotide sequencing
in a Chinese individual. Hla, 0, , . 0.4 3

2779 The novel <scp>HLAâ€•DRB1</scp> *12:01:12 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2780 The novel <scp>HLAâ€•B</scp> *48:01:11 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2781 The novel <i>HLAâ€•C*04:490</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 546-548. 0.4 3

2782 The novel <scp>HLAâ€•B</scp> *35:568 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2783 Detection of novel <scp><i>HLAâ€•A*33:03:62</i></scp>, <scp><i>HLAâ€•B*52:01:01:25</i></scp> alleles and
confirmation of <scp><i>HLAâ€•A*02:01:209</i></scp>. Hla, 2023, 101, 273-274. 0.4 3

2784 IDENTIFICATION OF THE NOVEL <scp>HLAâ€•DQA1</scp> *01:04:07 ALLELE WITH A SYNONYMOUS
SUBSTITUTION AND AN INTRONIC INSERTION. Hla, 0, , . 0.4 4

2785 The novel <i>HLAâ€•C*04:441:01:02</i> allele was identified in three unrelated bone marrow donors. Hla,
0, , . 0.4 3

2786 Recognition of the <scp>HLAâ€•C</scp> *07:1047 allele in a Russian bone marrow donor. Hla, 0, , . 0.4 3

2787 Characterization of the novel <scp> <i>HLAâ€•B*15:504:02</i> </scp> allele by sequencingâ€•based typing.
Hla, 0, , . 0.4 3

2788 Identification of the novel <scp>HLAâ€•DPB1</scp> *1328:01 allele by nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2789 The novel <i>HLAâ€•A*24:582</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 529-530. 0.4 3

2790 The novel <i>HLA</i> â€• <i>A</i> * <i>02</i> : <i>07</i> : <i>22</i> allele, identified by <scp>S</scp> anger
dideoxy nucleotide sequencing in a <scp>C</scp> hinese individual. Hla, 0, , . 0.4 3

2791 Identification of the novel <scp><i>HLAâ€•A*02:01:204</i></scp> allele by nextâ€•generation sequencing. Hla,
2023, 101, 513-514. 0.4 3

2792 The novel <scp>HLAâ€•C</scp> *12:368 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 0

2793 The novel <scp>HLAâ€•B</scp> *13:01:21 allele, identified by Sanger dideoxy nucleotide sequencing in a
Chinese individual. Hla, 0, , . 0.4 3

2794 The novel <scp>HLAâ€•DQB1</scp> *06:208:02 allele, identified by Sanger dideoxy nucleotide sequencing in
a Chinese individual. Hla, 0, , . 0.4 3
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2795 Identification of the novel <scp>HLA</scp> alleles: <i><scp>HLAâ€•A</scp>*30:201</i>,
<i><scp>HLAâ€•B</scp>*51:364</i> and <i><scp>HLAâ€•C</scp>*08:241</i>. Hla, 2023, 101, 530-531. 0.4 3

2796 The novel <i>HLAâ€•A*11</i> allele, <i>HLAâ€•A*11:01:109:02</i>, identified by next generation sequencing. Hla,
2023, 101, 520-522. 0.4 3

2797 Characterization of the novel alleles: <i>HLAâ€•A*31:212</i>, <i>HLAâ€•B*50:01:20</i> and <i>HLAâ€•C*03:593</i>.
Hla, 2023, 101, 532-533. 0.4 3

2798 Identification of two novel <scp>HLA</scp> alleles, <i>HLAâ€•A*03:344:02</i> and â€•<i>DQB1*04:02:24</i> in
Russian individuals. Hla, 2023, 101, 517-519. 0.4 3

2799 The novel <i>HLAâ€•A*03</i> allele, <i>HLAâ€•A*03:440</i>, identified in a potential hematopoietic stem cell
donor. Hla, 2023, 101, 519-520. 0.4 3

2800 Identification of the novel <i>HLAâ€•C*02:212</i> allele detected in a potential hematopoietic stem cell
donor. Hla, 0, , . 0.4 3

2801 Recognition of the novel <i>HLA</i>â€•<i>C</i>*<i>07</i>:<i>1002</i> allele identified in a potential
hematopoietic stem cell donor. Hla, 2023, 101, 549-551. 0.4 3

2802 The novel <i>HLAâ€•C*15:02:58</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 0, , . 0.4 3

2803 Two new <scp>HLA</scp> alleles, <i>HLA</i>â€•<i>B</i>*<i>58</i>:<i>140</i> and
â€•<i>DRB1</i>*<i>07</i>:<i>145</i>, detected in inhabitants from <scp>R</scp>ussia. Hla, 2023, 101, 542-543. 0.4 3

2804 <i>HLAâ€•DQA1*05:01:11</i> , a novel <scp>HLAâ€•DQA1</scp> allele with an ochre stop codon. Hla, 0, , . 0.4 3

2805 Identification of the novel <scp>HLAâ€•A</scp> *11:423 allele by sequencingâ€•based typing. Hla, 0, , . 0.4 3

2806 The novel <i>HLAâ€•A*24:561:02</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 0, , . 0.4 3

2807 Fullâ€•length characterization of the <scp>HLAâ€•DQB1</scp> *03:25:01 allele in two Amerindian
individuals.. Hla, 0, , . 0.4 3

2808 The novel <i>HLAâ€•A*02:1075</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 2023, 101, 516-517. 0.4 3

2809 Identification of a novel allele with a frameshift mutation, <i>HLAâ€•DRB4*01:165N</i>, using
nextâ€•generation sequencing. Hla, 2023, 101, 699-700. 0.4 3

2810 Recognition of the <i>HLAâ€•C*14:24:02</i> allele in a Singaporean individual. Hla, 0, , . 0.4 3

2811 Description of the novel allele <i>HLAâ€•B*07:473</i> , identified in a bone marrow donor. Hla, 0, , . 0.4 3

2812 Characterization of the novel <i>HLA</i> â€• <i>DQB1</i> * <i>02</i> : <i>02</i> : <i>23</i> allele in a
Russian hematopoietic stem cell donor. Hla, 0, , . 0.4 3
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2813 Identification of three new <scp>HLA</scp> alleles, <i><scp>HLA</scp>â€•A*68:298</i>,
<i><scp>HLA</scp>â€•C*07:1054</i>N and <i><scp>HLA</scp>â€•DRB1*15:216</i>. Hla, 2023, 101, 668-670. 0.4 3

2814 Characterization of two new <scp>HLA</scp> class I alleles: <i>HLAâ€•B*35:572</i> and
<i>HLAâ€•C*04:491</i>. Hla, 0, , . 0.4 3

2815 Identification of the novel <scp> <i>HLAâ€•DPA1*02:89</i> </scp> allele using nextâ€•generation sequencing.
Hla, 0, , . 0.4 3

2816 Nomenclature for factors of the HLA system, update April, May and June 2022. Human Immunology,
2023, , . 1.2 0

2817 Recognition of the novel <i>HLAâ€•DQB1*05:02:01:15</i> allele in a <scp>Russian</scp> bone marrow
donor. Hla, 0, , . 0.4 3

2818 Identification of the novel <i>HLA</i> â€• <i>DQA1</i> * <i>01</i> : <i>03</i> : <i>07</i> allele using
nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2819 A novel <scp> <i>HLAâ€•DQB1*03</i> </scp> allele, <scp> <i>HLAâ€•DQB1*03:509N</i> </scp> , was identified by
next generation sequencing. Hla, 0, , . 0.4 3

2820 Description of the novel <scp>HLAâ€•C</scp> allele, <i>HLAâ€•C*12:376</i> , identified in a deceased
<scp>COVID</scp> â€•19 patient. Hla, 0, , . 0.4 3

2821 The <scp>HLAâ€•DRB1</scp> *04:357 allele first identified in a Chinese transplant recipient. Hla, 0, , . 0.4 3

2822 HLA Class I Supertype Classification Based on Structural Similarity. Journal of Immunology, 2023, 210,
103-114. 0.4 3

2823 Detection of the <i>HLAâ€•B*40:02:03</i> allele, a variant of <i>HLAâ€•B*40:02:01:01</i> , in a Taiwanese
individual. Hla, 0, , . 0.4 3

2824 Recognition of the <i>HLAâ€•C*03:04:20</i> allele, a variant of <i>HLAâ€•C*03:04:01:01</i> , in a Taiwanese
individual. Hla, 0, , . 0.4 3

2825 Characterization of the novel <scp> <i>HLAâ€•A*01:383</i> </scp> allele by nextâ€•generation sequencing.
Hla, 0, , . 0.4 3

2826 Identification of three novel <scp>HLA</scp> class I alleles: <i>HLAâ€•B*15:640</i>, â€•<i>B*18:01:01:71</i> and
â€•<i>C*05:275</i>. Hla, 2023, 102, 77-78. 0.4 3

2827 Characterization of the novel HLAâ€•DRB1 allele, <i>HLAâ€•DRB1*04:328</i> in a Chinese individual. Hla, 2023,
102, 104-106. 0.4 4

2828 Characterization of the novel <i>HLAâ€•A*33</i> allele, <i>HLAâ€•A*33:03:55</i> in a Chinese individual. Hla,
2023, 102, 224-226. 0.4 3

2829 Identification of the novel <i><scp>HLAâ€•C</scp>*12:349</i> allele in a potential hematopoietic stem cell
donor. Hla, 2023, 102, 247-248. 0.4 3

2830 Identification of five new <scp>HLAâ€•DQB1</scp> intronic variants by nextâ€•generation sequencing. Hla,
2023, 101, 702-703. 0.4 3
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2831 Identification of the novel <i>HLAâ€•B*46:95N</i> allele in a Chinese blood donor. Hla, 0, , . 0.4 3

2833 Two novel <scp>HLA</scp> class <scp>I</scp> alleles, <i>HLAâ€•C*04:493</i> and <i>â€•A*26:01:78</i>,
identified using nextâ€•generation sequencing. Hla, 2023, 101, 686-687. 0.4 3

2834 Characterization of two novel <scp>HLA</scp> alleles: <i><scp>HLAâ€•A</scp>*26:01:01:53</i> and
<i>â€•<scp>DRB1</scp>*01:141</i>. Hla, 2023, 101, 667-668. 0.4 3

2835 Nomenclature for factors of the <scp>HLA</scp> system, update October, November and December
2022. Hla, 2023, 101, 569-595. 0.4 4

2836 Characterization of the novel HLAâ€•DRB1*11:283 allele. Hla, 2023, 102, 110-112. 0.4 3

2837 Discovery of the novel <i> <scp>HLAâ€•DRB1</scp> *04:358 </i> allele, a variant of <i> <scp>HLAâ€•DRB1</scp>
*04 </i> , in a Taiwanese individual. Hla, 0, , . 0.4 3

2838 Detection and characterization of the novel HLA-DPA1*02:66:02N allele, with a premature stop codon
in exon 2. Human Immunology, 2023, 84, 296-300. 1.2 5

2839 Identification of the novel <i>HLAâ€•C</i> * <i>03:632</i> allele by nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2840 Characterization of two new <scp>HLA</scp> alleles, <i>HLAâ€•B*18:01:01:74</i> and
<i>HLAâ€•C*06:02:01:93</i> in Russian individuals. Hla, 2023, 102, 78-79. 0.4 3

2841 Identification of the novel <scp>HLAâ€•C</scp> allele <i>HLAâ€•C*12:02:02:22</i> , in two individuals from
Central India. Hla, 0, , . 0.4 3

2842 Validation and application of new <scp>NGS</scp>â€•based <scp>HLA</scp> genotyping to clinical
diagnostic practice. Hla, 2023, 101, 496-506. 0.4 4

2843 Distributions of <scp>HLAâ€•A</scp>, â€•B, â€•C, â€•<scp>DRB1</scp> and â€•<scp>DQB1</scp> alleles typed by next
generation sequencing in Russian volunteer donors. Hla, 2023, 101, 623-633. 0.4 1

2844 The novel <i>HLAâ€•B*13:176</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 0, , . 0.4 3

2845 A novel <scp> <i>HLAâ€•C*06</i> </scp> allele, <scp> <i>HLAâ€•C*06:02:96</i> </scp> , identified by
nextâ€•generation sequencing in a Chinese family. Hla, 0, , . 0.4 3

2846 Characterization of the novel <i>HLAâ€•B*40:495</i> and <i>HLAâ€•B*40:512</i> alleles by nextâ€•generation
sequencing. Hla, 0, , . 0.4 3

2847 Identification of the novel <scp> <i>HLAâ€•A*24:589</i> </scp> allele in a <scp>Korean</scp> deceased
donor. Hla, 0, , . 0.4 3

2848 The novel <i>HLAâ€•C*03:621</i> allele, identified by Sanger dideoxy nucleotide sequencing in a Chinese
individual. Hla, 0, , . 0.4 3

2849 Identification of a new <scp>HLAâ€•DRB1</scp> allele, <i> <scp>HLAâ€•DRB1</scp> *04:361 </i>. Hla, 0, , . 0.4 3
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2850 Identification of six novel HLA alleles, <i>HLAâ€•A*31:208</i>, <i>â€•B*08:306</i>, <i>â€•C*03:582</i>,
<i>â€•C*04:494</i>, <i>â€•C*18:18</i> and <i>â€•DRB1*07:133</i>. Hla, 2023, 102, 72-74. 0.4 3
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identified in bone marrow donors. Hla, 0, , . 0.4 3
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<scp>HLAâ€•DQB1</scp> *06:02:01:01 </i> , in a Russian individual. Hla, 0, , . 0.4 3

2859 Characterization of three novel <scp>HLA</scp> alleles: <i>HLAâ€•B*44:481:02</i>,
<i>HLAâ€•DQB1*03:338N</i>, and <i>HLAâ€•DQB1*06:467</i>. Hla, 2023, 102, 83-84. 0.4 3
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nextâ€•generation sequencing. Hla, 0, , . 0.4 3

2861 Identification of the novel <i>HLA</i> â€• <i>A</i> * <i>02</i> : <i>974</i> allele by nextâ€•generation
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2865 Exploration of the role of <scp>NKG2D</scp> ligands <scp>MICA</scp> and <scp>MICB</scp> in
<scp>JAK2 V617F</scp> â€•positive myeloproliferative neoplasms. Hla, 0, , . 0.4 0
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2868 The novel <i>HLAâ€•A*29:172</i> allele identified in a patient indicated for hematopoietic stem cell
transplantation. Hla, 2023, 102, 221-223. 0.4 3

2869 Characterization of the novel <i>HLAâ€•C*03:552</i> allele by sequencingâ€•based typing. Hla, 2023, 102,
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