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8305 Genetic variation of chigger mites in the Republic of Korea. Entomological Research, 2022, 52, 385-393. 0.6 4

8306 ï»¿A new genus of Pseudospirobolellidae (Diplopoda, Spirobolida) from limestone karst areas in
Thailand, with descriptions of three new species. Zoosystematics and Evolution, 2022, 98, 313-326. 0.4 2
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