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211 RPS2, an Arabidopsis disease resistance locus specifying recognition of Pseudomonas syringae strains
expressing the avirulence gene avrRpt2.. Plant Cell, 1993, 5, 865-875. 3.1 303
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246 Molecular genetic mapping of peach. Euphytica, 1994, 77, 101-103. 0.6 43
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265 Estimation and test for linkage between markers: a comparison of lod score and Ï‡ 2 test in a linkage
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272 Extraction and genetic control of two new water-soluble proteins of mature barley seed.
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290 Mapping and introgression of a tomato yellow leaf curl virus tolerance gene, TY-1. Theoretical and
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Theoretical and Applied Genetics, 1994, 89, 54-59. 1.8 99
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clusters of resistance genes. Theoretical and Applied Genetics, 1994, 89, 96-104. 1.8 71
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Map-based cloning in crop plants: tomato as a model system II. Isolation and characterization of a set
of overlapping yeast artificial chromosomes encompassing the jointless locus. Molecular Genetics
and Genomics, 1994, 244, 613-621.

2.4 32
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591 Identification of quantitative trait loci controlling resistance to gray leaf spot disease in maize.
Theoretical and Applied Genetics, 1996, 93, 539-546. 1.8 86
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Theoretical and Applied Genetics, 1996, 93-93, 649-657. 1.8 158

640
A genetic linkage map of azuki bean constructed with molecular and morphological markers using an
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3369 Fine mapping of the Pc locus of Sorghum bicolor, a gene controlling the reaction to a fungal
pathogen and its host-selective toxin. Theoretical and Applied Genetics, 2007, 114, 961-970. 1.8 28

3370 Analysis of an introgressed Nicotiana tomentosa genomic region affecting leaf number and
correlated traits in Nicotiana tabacum. Theoretical and Applied Genetics, 2007, 114, 841-854. 1.8 21

3371 Molecular mapping of resistance genes to tan spot [Pyrenophora tritici-repentis race 1] in synthetic
wheat lines. Theoretical and Applied Genetics, 2007, 114, 855-862. 1.8 46

3372 Two novel loci for pollen sterility in hybrids between the weedy strain Ludao and the Japonica variety
Akihikari of rice (Oryza sativa L.). Theoretical and Applied Genetics, 2007, 114, 915-925. 1.8 37

3373 Fine mapping of pss1, a pollen semi-sterile gene in rice (Oryza sativa L.). Theoretical and Applied
Genetics, 2007, 114, 939-946. 1.8 5

3374 The use of MapPop1.0 for choosing a QTL mapping sample from an advanced backcross population.
Theoretical and Applied Genetics, 2007, 114, 1019-1028. 1.8 4

3375 Single nucleotide polymorphisms in rye (Secale cereale L.): discovery, frequency, and applications for
genome mapping and diversity studies. Theoretical and Applied Genetics, 2007, 114, 1105-1116. 1.8 58

3376 Detection of QTL for yield-related traits using recombinant inbred lines derived from exotic and elite
US Western Shipping melon germplasm. Theoretical and Applied Genetics, 2007, 114, 1185-1201. 1.8 85

3377 QTL mapping with near-isogenic lines in maize. Theoretical and Applied Genetics, 2007, 114, 1211-1228. 1.8 107

3378
Genetics and molecular mapping of genes for race-specific all-stage resistance and non-race-specific
high-temperature adult-plant resistance to stripe rust in spring wheat cultivar Alpowa. Theoretical
and Applied Genetics, 2007, 114, 1277-1287.

1.8 177

3379 Identification of quantitative trait loci influencing aerial morphogenesis in the model legume
Medicago truncatula. Theoretical and Applied Genetics, 2007, 114, 1391-1406. 1.8 75

3380 Fine mapping and allelic dosage effect of Hwc1, a complementary hybrid weakness gene in rice.
Theoretical and Applied Genetics, 2007, 114, 1407-1415. 1.8 34
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3381 Accumulation of additive effects generates a strong photoperiod sensitivity in the extremely
late-heading rice cultivar â€˜Nona Bokraâ€™. Theoretical and Applied Genetics, 2007, 114, 1457-1466. 1.8 45

3382
Allelic variation of polyphenol oxidase (PPO) genes located on chromosomes 2A and 2D and
development of functional markers for the PPO genes in common wheat. Theoretical and Applied
Genetics, 2007, 115, 47-58.

1.8 141

3383 A QTL on chromosome 6A in bread wheat (Triticum aestivum) is associated with longer coleoptiles,
greater seedling vigour and final plant height. Theoretical and Applied Genetics, 2007, 115, 59-66. 1.8 142

3384 An integrated molecular linkage map of diploid wheat based on a Triticum boeoticumÂ Ã—Â T. monococcum
RIL population. Theoretical and Applied Genetics, 2007, 115, 301-312. 1.8 101

3385 Fine mapping of the recessive genic male sterility gene (Bnms3) in Brassica napus L.. Theoretical and
Applied Genetics, 2007, 115, 113-118. 1.8 41

3386 Quantitative trait loci for maysin synthesis in maize (Zea mays L.) lines selected for high silk maysin
content. Theoretical and Applied Genetics, 2007, 115, 119-128. 1.8 28

3387 Identification and linkage mapping of complementary recessive genes causing hybrid breakdown in an
intraspecific rice cross. Theoretical and Applied Genetics, 2007, 115, 179-186. 1.8 43

3388 QTL associated with Fusarium head blight resistance in the soft red winter wheat Ernie. Theoretical
and Applied Genetics, 2007, 115, 417-427. 1.8 74

3389
Towards map-based cloning: fine mapping of a recessive genic male-sterile gene (BnMs2) in Brassica
napus L. and syntenic region identification based on the Arabidopsis thaliana genome sequences.
Theoretical and Applied Genetics, 2007, 115, 643-651.

1.8 33

3390 Natural variation of Arabidopsis thaliana reveals that aluminum resistance and proton resistance are
controlled by different genetic factors. Theoretical and Applied Genetics, 2007, 115, 709-719. 1.8 44

3391 Microsatellite mapping of adult-plant leaf rust resistance gene Lr22a in wheat. Theoretical and Applied
Genetics, 2007, 115, 877-884. 1.8 79

3392 Detection of QTL for six yield-related traits in oilseed rape (Brassica napus) using DH and immortalized
F2 populations. Theoretical and Applied Genetics, 2007, 115, 849-858. 1.8 179

3393 Detection of seed dormancy QTL in multiple mapping populations derived from crosses involving
novel barley germplasm. Theoretical and Applied Genetics, 2007, 115, 869-876. 1.8 62

3394 Fine mapping of a HvCBF gene cluster at the frost resistance locus Fr-H2 in barley. Theoretical and
Applied Genetics, 2007, 115, 1083-1091. 1.8 145

3395 Identification and characterization of a major QTL responsible for erect panicle trait in japonica rice
(Oryza sativa L.). Theoretical and Applied Genetics, 2007, 115, 1093-1100. 1.8 59

3396 Genetic and physical localization of an anthracnose resistance gene in Medicago truncatula.
Theoretical and Applied Genetics, 2007, 116, 45-52. 1.8 22

3397
Map-based analysis of genetic loci on chromosome 2D that affect glume tenacity and threshability,
components of the free-threshing habit in common wheat (Triticum aestivum L.). Theoretical and
Applied Genetics, 2007, 116, 135-145.

1.8 41

3398 Molecular mapping of QTLs for Karnal bunt resistance in two recombinant inbred populations of
bread wheat. Theoretical and Applied Genetics, 2007, 116, 147-154. 1.8 25
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3399 New genetic map of rye composed of PCR-based molecular markers and its alignment with the
reference map of the DS2 Ã— RXL10 intercross. Journal of Applied Genetics, 2007, 48, 11-24. 1.0 36

3400 Development of genetic maps of the citrus varieties â€˜Murcottâ€™ tangor and â€˜PÃªraâ€™ sweet orange by using
fluorescent AFLP markers. Journal of Applied Genetics, 2007, 48, 219-231. 1.0 23

3401 Saturation and comparative mapping of a major Fusarium head blight resistance QTL in tetraploid
wheat. Molecular Breeding, 2007, 19, 113-124. 1.0 75

3402 Molecular tagging and mapping of the erect panicle gene in rice. Molecular Breeding, 2007, 19, 297-304. 1.0 27

3403 Development of SCAR markers linked to a gene controlling absence of tannins in faba bean. Molecular
Breeding, 2007, 19, 305-314. 1.0 32

3404 Isolation and characterization of a new mutant allele of brachytic 2 maize gene. Molecular Breeding,
2007, 20, 83-91. 1.0 28

3405 Detection and mapping of SSRs in rye ESTs from aluminium-stressed roots. Molecular Breeding, 2007,
20, 103-115. 1.0 15

3406 A intervarietal genetic map and QTL analysis for yield traits in wheat. Molecular Breeding, 2007, 20,
167-178. 1.0 177

3407 A genetic map of tetraploid Paspalum notatum FlÃ¼gge (bahiagrass) based on single-dose molecular
markers. Molecular Breeding, 2007, 20, 153-166. 1.0 92

3408 Microsatellite markers flanking a stem solidness gene on chromosome 3BL in durum wheat.
Molecular Breeding, 2007, 20, 261-270. 1.0 35

3409 Ty-3, a begomovirus resistance locus near the Tomato yellow leaf curl virus resistance locus Ty-1 on
chromosome 6 of tomato. Molecular Breeding, 2007, 20, 271-284. 1.0 167

3410 Molecular marker development and linkage analysis in three low phytic acid barley (Hordeum vulgare)
mutant lines. Molecular Breeding, 2007, 20, 323-330. 1.0 19

3411 Fine mapping of the qCTS4 locus associated with seedling cold tolerance in rice (Oryza sativa L.).
Molecular Breeding, 2007, 20, 349-358. 1.0 64

3412 A consensus map for Cucurbita pepo. Molecular Breeding, 2007, 20, 375-388. 1.0 65

3413 Inheritance and tagging of gene regulating flowering time in the green manure crop Sesbania rostrata
(Bremek. & Obrem.). Molecular Breeding, 2007, 20, 389-399. 1.0 3

3414 Markers associated with a QTL for grain yield in wheat under drought. Molecular Breeding, 2007, 20,
401-413. 1.0 203

3415 Validation of molecular markers for covered smut resistance and marker-assisted introgression of
loose and covered smut resistance into hulless barley. Molecular Breeding, 2007, 21, 37-48. 1.0 16

3416 Mapping of quantitative trait loci for basmati quality traits in rice (Oryza sativa L.). Molecular
Breeding, 2007, 21, 49-65. 1.0 177
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3417 Development of sequence characterized DNA markers linked to leaf rust (Hemileia vastatrix)
resistance in coffee (Coffea arabica L.). Molecular Breeding, 2007, 21, 105-113. 1.0 24

3418 Construction of a genetic linkage map and identification of molecular markers in peach rootstocks
for response to peach tree short life syndrome. Tree Genetics and Genomes, 2007, 3, 341-350. 0.6 28

3419 Genetic linkage maps of Populus nigra L. including AFLPs, SSRs, SNPs, and sex trait. Tree Genetics and
Genomes, 2007, 4, 25-36. 0.6 95

3420
Comparison between a coffee single copy chromosomal region and Arabidopsis duplicated
counterparts evidenced high level synteny between the coffee genome and the ancestral Arabidopsis
genome. Plant Molecular Biology, 2007, 64, 699-711.

2.0 20

3421 Leaf rust resistance gene Lr1, isolated from bread wheat (Triticum aestivum L.) is a member of the large
psr567 gene family. Plant Molecular Biology, 2007, 65, 93-106. 2.0 299

3422 QTL mapping of root aerenchyma formation in seedlings of a maizeÂ Ã—Â rare teosinte â€œZea nicaraguensisâ€•
cross. Plant and Soil, 2007, 295, 103-113. 1.8 82

3423 Confirmation of Three Quantitative Trait Loci Conferring Adult Plant Resistance to Powdery Mildew
in Two Winter Wheat Populations. Euphytica, 2007, 155, 1-13. 0.6 55

3424 Detection of quantitative trait loci for leaf rust resistance in wheatâ€“â€“T. timopheevii/T. tauschii
introgression lines. Euphytica, 2007, 155, 79-86. 0.6 32

3425 Genetic markers for doubled haploid response in barley. Euphytica, 2007, 158, 287-294. 0.6 33

3426 Genetic dissection of plant height by molecular markers using a population of recombinant inbred
lines in maize. Euphytica, 2007, 155, 117-124. 0.6 64

3427 Molecular mapping of genes determining hairy leaf character in common wheat with respect to other
species of the Triticeae. Euphytica, 2007, 155, 285-293. 0.6 38

3428 Different recombination frequencies in wheat doubled haploid populations obtained through maize
pollination and anther culture. Euphytica, 2007, 156, 173-183. 0.6 17

3429 Genetic analysis of genotypeÂ Ã—Â iron nutrition interaction on coleoptile elongation rate in rice (Oryza) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 262 Td (sativa L.). Euphytica, 2007, 156, 311-318.0.6 7

3430 Genetic analysis and molecular mapping of two dominant complementary genes determining resistance
to sugarcane mosaic virus in maize. Euphytica, 2007, 156, 355-364. 0.6 29

3431 Detection of quantitative trait locus for leaffolder (Cnaphalocrocis medinalis (GuenÃ©e)) resistance
in rice on linkage group 1 based on damage score and flag leaf width. Euphytica, 2007, 157, 35-43. 0.6 8

3432 Development of a molecular marker for a bruchid (Callosobruchus chinensis L.) resistance gene in
mungbean. Euphytica, 2007, 157, 113-122. 0.6 45

3433 A quantitative trait locus influencing tolerance to Phytophthora root rot in the soybean cultivar
â€˜Conradâ€™. Euphytica, 2007, 158, 81-86. 0.6 46

3434 Molecular identification of Pm12-carrying introgression lines in wheat using genomic and EST-SSR
markers. Euphytica, 2007, 158, 95-102. 0.6 20
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3435 Molecular mapping of genomic regions harboring QTLs for stalk rot resistance in sorghum. Euphytica,
2007, 159, 191-198. 0.6 33

3436 A corrected Haldaneâ€™s map function to calculate genetic distances from recombination data. Genetica,
2007, 129, 333-338. 0.5 7

3437 A genetic linkage map of Pacific white shrimp (Litopenaeus vannamei): sex-linked microsatellite markers
and high recombination rates. Genetica, 2007, 131, 37-49. 0.5 111

3438 Genetic basis of species differentiation between Coffea liberica Hiern and C. canephora Pierre: Analysis
of an interspecific cross. Genetic Resources and Crop Evolution, 2007, 54, 1011-1021. 0.8 24

3439 Identification and Mapping of Amplified Fragment Length Polymorphism Markers Linked to Shell Color
in Bay Scallop, Argopecten irradians irradians (Lamarck, 1819). Marine Biotechnology, 2007, 9, 66-73. 1.1 52

3440 The genetic basic and fine-mapping of a stable quantitative-trait loci for aluminium tolerance in rice.
Planta, 2007, 227, 255-262. 1.6 52

3441 Molecular mapping of two cultivar-specific avirulence genes in the rice blast fungus Magnaporthe
grisea. Molecular Genetics and Genomics, 2007, 277, 139-148. 1.0 29

3442 Wheat VIN3-like PHD finger genes are up-regulated by vernalization. Molecular Genetics and Genomics,
2007, 277, 301-313. 1.0 56

3443 Cloning and characterization of the ribosomal protein L3 (RPL3) gene family from Triticum aestivum.
Molecular Genetics and Genomics, 2007, 277, 507-517. 1.0 16

3444 Identification and characterization of segregation distortion loci along chromosome 5B in tetraploid
wheat. Molecular Genetics and Genomics, 2007, 278, 187-196. 1.0 52

3445 Characterization and fine mapping of RppQ, a resistance gene to southern corn rust in maize.
Molecular Genetics and Genomics, 2007, 278, 723-728. 1.0 34

3446 An AFLP genetic linkage map of pacific abalone (Haliotis discus hannai). Journal of Ocean University of
China, 2007, 6, 259-267. 0.6 6

3447 A comparative study on segregation analysis and QTL mapping of quantitative traits in plantsâ€”with a
case in soybean. Frontiers of Agriculture in China, 2007, 1, 1-7. 0.2 114

3448 Reconstruction of linkage maps in the distorted segregation populations of backcross, doubled
haploid and recombinant inbred lines. Science Bulletin, 2007, 52, 1648-1653. 1.7 13

3449 cDNA-AFLP profiling for the fiber development stage of secondary cell wall synthesis and
transcriptome mapping in cotton. Science Bulletin, 2007, 52, 2358-2364. 1.7 9

3450 Studies of new EST-SSRs derived from Gossypium barbadense. Science Bulletin, 2007, 52, 2522-2531. 1.7 21

3451 A statistical framework for genome-wide scanning and testing of imprinted quantitative trait loci.
Journal of Theoretical Biology, 2007, 244, 115-126. 0.8 20

3452 Gene expression analysis at the onset of aposporous apomixis in Paspalum notatum. Plant Molecular
Biology, 2008, 67, 615-628. 2.0 63
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3453 Physiological and genetic analysis of root responsiveness to auxin-producing plant
growth-promoting bacteria in common bean (Phaseolus vulgaris L.). Plant and Soil, 2008, 302, 149-161. 1.8 169

3454 Hessian fly resistance genes H16 and H17 are mapped to a resistance gene cluster in the distal region of
chromosome 1AS in wheat. Molecular Breeding, 2008, 21, 183-194. 1.0 28

3455 Comparative genetics in sugarcane enables structured map enhancement and validation of
marker-trait associations. Molecular Breeding, 2008, 21, 233-247. 1.0 32

3456 A linkage map of maizeÂ Ã—Â teosinte Zea luxurians and identification of QTLs controlling root aerenchyma
formation. Molecular Breeding, 2008, 21, 327-337. 1.0 41

3457 Mapping of quantitative trait loci for resistance to Mycosphaerella pinodes in Pisum sativum subsp.
syriacum. Molecular Breeding, 2008, 21, 439-454. 1.0 62

3458 Development of a genetic linkage map and identification of homologous linkage groups in
sweetpotato using multiple-dose AFLP markers. Molecular Breeding, 2008, 21, 511-532. 1.0 77

3459 Identification and validation of QTLs for green plant percentage in barley (Hordeum vulgare L.) anther
culture. Molecular Breeding, 2008, 22, 119-129. 1.0 31

3460 Identification of SSR markers for a broad-spectrum blast resistance gene Pi20(t) for marker-assisted
breeding. Molecular Breeding, 2008, 22, 141-149. 1.0 48

3461 Identification and validation of RAPD and SCAR markers linked to the gene Er3 conferring resistance
to Erysiphe pisi DC in pea. Molecular Breeding, 2008, 22, 193-200. 1.0 59

3462 Whole genome mapping in a wheat doubled haploid population using SSRs and TRAPs and the
identification of QTL for agronomic traits. Molecular Breeding, 2008, 22, 251-266. 1.0 97

3463 Development of SCAR markers linked to male sterility and very high linoleic acid content in safflower.
Molecular Breeding, 2008, 22, 385-393. 1.0 15

3464 QTL mapping of resistance to Fusarium ear rot using a RIL population in maize. Molecular Breeding,
2008, 22, 395-403. 1.0 80

3465 Molecular cloning of the CaLFY, putative pepper ortholog of FLO/LFY. Molecular Breeding, 2008, 22,
443-453. 1.0 10

3466 Detection of Fusarium head blight resistance QTLs using five populations of top-cross progeny
derived from two-rowÂ Ã—Â two-row crosses in barley. Molecular Breeding, 2008, 22, 517-526. 1.0 27

3467 The integration of mutant loci affecting maize endosperm development in a dense genetic map using an
AFLP-based procedure. Molecular Breeding, 2008, 22, 527-541. 1.0 7

3468 EST-SSR genetic maps for Citrus sinensis and Poncirus trifoliata. Tree Genetics and Genomes, 2008, 4,
1-10. 0.6 119

3469 Mechanism and molecular markers associated with rust resistance in a chickpea interspecific cross
(Cicer arietinum Ã— Cicer reticulatum). European Journal of Plant Pathology, 2008, 121, 43-53. 0.8 54

3470 Modelling nitrogen stress with probe genotypes to assess genetic parameters and genetic determinism
of winter wheat tolerance to nitrogen constraint. Euphytica, 2008, 161, 259-271. 0.6 39
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3471 Identification of microsatellite markers linked to the blast resistance gene Pi-1(t) in rice. Euphytica,
2008, 160, 295-304. 0.6 46

3472 Comparative genetic analysis and molecular mapping of fertility restoration genes for WA, Dissi, and
Gambiaca cytoplasmic male sterility systems in rice. Euphytica, 2008, 160, 305-315. 0.6 23

3473 Validating a segment on the short arm of chromosome 6 responsible for genetic variation in the hull
silicon content and yield traits of rice. Euphytica, 2008, 160, 317-324. 0.6 36

3474 Mapping QTL tolerance to Phytophthora root rot in soybean using microsatellite and RAPD/SCAR
derived markers. Euphytica, 2008, 162, 231-239. 0.6 86

3475 Molecular markers linked to the fin gene controlling determinate growth habit in common bean.
Euphytica, 2008, 162, 241-248. 0.6 10

3476 Marker-assisted selection efficiency in multiple connected populations: a simulation study based on
the results of a QTL detection experiment in maize. Euphytica, 2008, 161, 71-84. 0.6 24

3477 Mapping of the leaf rust resistance gene Lr38 on wheat chromosome arm 6DL using SSR markers.
Euphytica, 2008, 162, 457-466. 0.6 49

3478 Development and validation of microsatellite markers linked to the rice blast resistance gene Pi-z of
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3479 Quantitative trait loci of frost tolerance and physiologically related trait in faba bean (Vicia faba L.).
Euphytica, 2008, 164, 93-104. 0.6 52

3480 Development of molecular markers linked to the Fom-1 locus for resistance to Fusarium race 2 in
melon. Euphytica, 2008, 164, 347-356. 0.6 31

3481 Discovery and detection of single nucleotide polymorphism (SNP) in coding and genomic sequences in
chickpea (Cicer arietinum L.). Euphytica, 2008, 162, 291-300. 0.6 23

3482 Assessing the importance of genotypeÂ Ã—Â environment interaction for root traits in rice using a mapping
population III: QTL analysis by mixed models. Euphytica, 2008, 161, 229-240. 0.6 5
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in Brassica napus L.. Euphytica, 2008, 164, 377-384. 0.6 18

3484 Localization of QTL for basal root thickness in japonica rice and effect of marker-assisted selection
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3485 SNP discovery, linkage analysis and microsynteny in tentative consensus sequences derived from
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3486 Genetic mapping and QTL analysis of fruit and flower related traits in cucumber (Cucumis sativus L.)
using recombinant inbred lines. Euphytica, 2008, 164, 473-491. 0.6 99

3487 Identification of QTL underlying the resistance of soybean to pod borer, Leguminivora glycinivorella
(Mats.) obraztsov, and correlations with plant, pod and seed traits. Euphytica, 2008, 164, 275. 0.6 28

3488 An integrated genetic and cytogenetic map for the Mediterranean fruit fly, Ceratitis capitata, based on
microsatellite and morphological markers. Genetica, 2008, 133, 147-157. 0.5 24
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3489 Mapping QTLs of root morphological traits at different growth stages in rice. Genetica, 2008, 133,
187-200. 0.5 117

3490 Mapping functions. Genetica, 2008, 133, 235-246. 0.5 7

3491 Construction of a genetic linkage map in Fenneropenaeus chinensis (Osbeck) using RAPD and SSR
markers. Hydrobiologia, 2008, 596, 133-141. 1.0 10

3492 Mapping QTLs for root morphological traits inBrassica rapa L. based on AFLP and RAPD markers.
Journal of Applied Genetics, 2008, 49, 23-31. 1.0 33

3493 Identification of QTL for maize resistance to common smut by using recombinant inbred lines
developed from the Chinese hybrid Yuyu22. Journal of Applied Genetics, 2008, 49, 147-154. 1.0 16

3494 Mapping QTLs for pre-harvest sprouting tolerance on chromosome 2D in a synthetic hexaploid
wheatÃ—common wheat cross. Journal of Applied Genetics, 2008, 49, 333-341. 1.0 24
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Qualitative and quantitative trait loci conditioning resistance to Puccinia coronata pathotypes
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Genetics, 2008, 116, 517-527.

1.8 23
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the wheat grain. Theoretical and Applied Genetics, 2008, 116, 635-645. 1.8 174
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3505
Molecular mapping and intra-cluster recombination between anthracnose race-specific resistance
genes in the common bean differential cultivars Mexico 222 and Widusa. Theoretical and Applied
Genetics, 2008, 116, 807-814.

1.8 40

3506 Identification and fine mapping of S-d, a new locus conferring the partial pollen sterility of
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syndrome. Theoretical and Applied Genetics, 2008, 116, 967-977. 1.8 76

3508 The flowering locus Hr colocalizes with a major QTL affecting winter frost tolerance in Pisum
sativum L.. Theoretical and Applied Genetics, 2008, 116, 1105-1116. 1.8 107
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3510 A grapevine (Vitis vinifera L.) genetic map integrating the position of 139 expressed genes. Theoretical
and Applied Genetics, 2008, 116, 1129-1143. 1.8 71
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3513 Molecular mapping of QTLs for resistance to the greenbug Schizaphis graminum (Rondani) in Sorghum
bicolor (Moench). Theoretical and Applied Genetics, 2008, 117, 117-124. 1.8 53
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3521 Molecular mapping of quantitative trait loci for yield and yield components in spring wheat (Triticum) Tj ET
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4615 Identification of QTLs for seed and pod traits in soybean and analysis for additive effects and epistatic
effects of QTLs among multiple environments. Molecular Genetics and Genomics, 2013, 288, 651-667. 1.0 28

4616 High-resolution mapping of zym, a recessive gene for Zucchini yellow mosaic virus resistance in
cucumber. Theoretical and Applied Genetics, 2013, 126, 2983-2993. 1.8 37
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