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XRCC3 promotes homology-directed repair of DNA damage in mammalian cells. Genes and Development,
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BRCA2 Is Required for Homology-Directed Repair of Chromosomal Breaks. Molecular Cell, 2001, 7,
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Ku DNA end-binding protein modulates homologous repair of double-strand breaks in mammalian
cells. Genes and Development, 2001, 15, 3237-3242.
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Human Fanconi anemia monoubiquitination pathway promotes homologous DNA repair. Proceedings
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Hypoxia-Induced Down-regulation of BRCA1 Expression by E2Fs. Cancer Research, 2005, 65, 11597-11604. 0.9 313

BCR/ABL Regulates Mammalian RecA Homologs, Resulting in Drug Resistance. Molecular Cell, 2001, 8,
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Genomic architecture and inheritance of human ribosomal RNA gene clusters. Genome Research, 2008,
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The brain-penetrant clinical ATM inhibitor AZD1390 radiosensitizes and improves survival of
preclinical brain tumor models. Science Advances, 2018, 4, eaat1719.

The splicing-factor related protein SFPQ/PSF interacts with RAD51D and is necessary for

homology-directed repair and sister chromatid cohesion. Nucleic Acids Research, 2011, 39, 132-145. 14.5 188

DNA Polymerase 1" Is Required for Human Mismatch Repair in Vitro. Journal of Biological Chemistry,
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Human rRNA Gene Clusters Are Recombinational Hotspots in Cancer. Cancer Research, 2009, 69,
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Double-strand breaks and tumorigenesis. Trends in Cell Biology, 2001, 11, S52-S59.

ATP Hydrolysis by Mammalian RAD51 Has a Key Role during Homology-directed DNA Repair. Journal of 3.4 124
Biological Chemistry, 2002, 277, 20185-20194. :

Loss of 26S Proteasome Function Leads to Increased Cell Size and Decreased Cell Number in

Arabidopsis Shoot Organs A A A. Plant Physiology, 2009, 150, 178-189.

Variant XRCC3 implicated in cancer is functional in homology-directed repair of double-strand breaks. 5.9 107
Oncogene, 2002, 21, 4176-4180. :
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Loss of Bloom syndrome protein destabilizes human gene cluster architecture. Human Molecular
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A guide to naming human nona€eoding RNA genes. EMBO Journal, 2020, 39, e103777. 7.8 77

Targeting the Rinase activities of ATR and ATM exhibits antitumoral activity in mouse models of
<i>MLL<[i> -rearranged AML. Science Signaling, 2016, 9, ra91.

Phase | Study of Ceralasertib (AZD6738), a Novel DNA Damage Repair Agent, in Combination with Weekly

Paclitaxel in Refractory Cancer. Clinical Cancer Research, 2021, 27, 4700-4709. 7.0 54

Ceralasertib (AZD6738), an Oral ATR Kinase Inhibitor, in Combination with Carboplatin in Patients with
Advanced Solid Tumors: A Phase | Study. Clinical Cancer Research, 2021, 27, 5213-5224.

Measuring Recombination Proficiency in Mouse Embryonic Stem Cells. , 2005, 291, 373-384. 49

A Monoclonal Antibody to ADAM17 Inhibits Tumor Growth by Inhibiting EGFR and Nona€“EGFR-Mediated
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SLFN11 informs on standard of care and novel treatments in a wide range of cancer models. British
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NHE) Deficiency and Disease. Molecular Cell, 2001, 8, 1160-1161.
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Potent Immune Modulation by MEDI6383, an Engineered Human OX40 Ligand IgG4P Fc Fusion Protein.
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pRADS50: a novel and clinically applicable pharmacodynamic biomarker of both ATM and ATR inhibition
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The Sister Chromatid Exchange (SCE) Assay. Methods in Molecular Biology, 2014, 1105, 439-455.

Nuclear DNA content in Sinningia (Gesneriaceae); intraspecific genome size variation and genome

characterization in S. speciosa. Genome, 2010, 53, 1066-1082. 2.0 22

Improved Therapeutic Window in <i>BRCA</i>-mutant Tumors with Antibody-linked
Pyrrolobenzodiazepine Dimers with and without PARP Inhibition. Molecular Cancer Therapeutics,
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Retrospective analysis of Schlafen11 (SLFN11) to predict the outcomes to therapies affecting the DNA
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Acquired cross-linker resistance associated with a novel spliced BRCA2 protein variant for molecular
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A conserved DNA structural control element modulates transcription of a mammalian gene. Nucleic
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EVI1 carboxy-terminal phosphorylation is ATM-mediated and sustains transcriptional modulation and
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BCR/ABL modulates protein phosphorylation associated with the etoposide-induced DNA damage
response. Journal of Proteomics, 2012, 77, 14-26.
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