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Confirmation of Paternity despite Three Genetic Incompatibilities at Chromosome 2. Genes, 2021, 12, 62.
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Development of a forensically useful age prediction method based on DNA methylation analysis.
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Practical aspects of genetic identification of hallucinogenic and other poisonous mushrooms for
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Examination of DNA methylation status of the ELOVL2 marker may be useful for human age prediction
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A new dimension of the forensic DNA expertise 4€“ the need for training experts and expertise
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Bona fide colour: DNA prediction of human eye and hair colour from ancient and contemporary
skeletal remains. Investigative Genetics, 2013, 4, 3.

A cautionary note on switching mitochondrial DNA reference sequences in forensic genetics.
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Prediction of Eye Color from Genetic Data Using Bayesian Approach®. Journal of Forensic Sciences,
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Model-based prediction of human hair color using DNA variants. Human Genetics, 2011, 129, 443-454.

Genetic examination of the putative skull of Jan Kochanowski reveals its female sex. Croatian Medical o7 5
Journal, 2011, 52, 403-409. :

Genetic variation of 15 autosomal STR loci in a population sample from Poland. Legal Medicine, 2010, 12,
246-248.
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Validation of <i>Cytochrome b</i> Sequence Analysis as a Method of Species Identification. Journal of

Forensic Sciences, 2003, 48, 1-5.
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