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Mapping interactions with the chaperone network reveals factors that protect against tau

aggregation. Nature Structural and Molecular Biology, 2018, 25, 384-393.
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SARS&€'CoV-2 RBD219-N1C1: A yeast-expressed SARS-CoV-2 recombinant receptor-binding domain candidate
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The mitochondrial HSP90 paralog TRAP1 forms an OXPHOS-regulated tetramer and is involved in

mitochondrial metabolic homeostasis. BMC Biology, 2020, 18, 10. 3.8 56

A yeast-expressed RBD-based SARS-CoV-2 vaccine formulated with 3M-052-alum adjuvant promotes
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Genetic modification to design a stable yeast-expressed recombinant SARS-CoV-2 receptor binding
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