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Multiple Domains of GlcNAc-1-phosphotransferase Mediate Recognition of Lysosomal Enzymes. Journal
of Biological Chemistry, 2016, 291, 8295-8307.

A clathrin coat assembly role for the muniscin protein central linker revealed by TALEN-mediated gene 6.0 59
editing. ElLife, 2014, 3, . :
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