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Lung Cancer Progression. International Journal of Molecular Sciences, 2019, 20, 3713. 41 31

Association between the Cytotoxic T-Lymphocyte Antigen 4 +49G &gt; A polymorphism and cancer risk: a
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Heterozygous Genetic Variations of<i>FOXP3<[i>in Xp11.23 Elevate Breast Cancer Risk in Chinese
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Functional polymorphisms in the NBS1 gene and acute lymphoblastic leukemia susceptibility in a
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Functional polymorphisms in PIN1 promoter and esophageal carcinoma susceptibility in Chinese
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A polygenic risk score for nasopharyngeal carcinoma shows potential for risk stratification and

personalized screening. Nature Communications, 2022, 13, 1966.

Functional genetic variations of cyclooxygenase-2 and susceptibility to acute myeloid leukemia in a
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The functional polymorphism of NBS1 p.Clu185GIn is associated with an increased risk of lung cancer
in Chinese populations: Casea€“control and a meta-analysis. Mutation Research - Fundamental and
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Genetic Variations in<i>CD14</i>Promoter and Acute Lymphoblastic Leukemia Susceptibility in a
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Upregulation of long noncoding RNA RAB11B-AS1 promotes tumor metastasis and predicts poor
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Polymorphisms ofNFi2B1andli*Bi+and Their Synergistic Effect on Nasopharyngeal Carcinoma Susceptibility.
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