
Braxton D Mitchell

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/9536637/publications.pdf

Version: 2024-02-01

413

papers

41,381

citations

87

h-index

4146

184

g-index

3323

449

all docs

449

docs citations

449

times ranked

47476

citing authors



Braxton D Mitchell

2

# Article IF Citations

1 Discovery and refinement of loci associated with lipid levels. Nature Genetics, 2013, 45, 1274-1283. 21.4 2,641

2 New genetic loci implicated in fasting glucose homeostasis and their impact on type 2 diabetes risk.
Nature Genetics, 2010, 42, 105-116. 21.4 1,982

3 Diabetic Autonomic Neuropathy. Diabetes Care, 2003, 26, 1553-1579. 8.6 1,628

4 Association of Cytochrome P450 2C19 Genotype With the Antiplatelet Effect and Clinical Efficacy of
Clopidogrel Therapy. JAMA - Journal of the American Medical Association, 2009, 302, 849. 7.4 1,319
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3

Braxton D Mitchell

# Article IF Citations
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29 Genetic variation near IRS1 associates with reduced adiposity and an impaired metabolic profile.
Nature Genetics, 2011, 43, 753-760. 21.4 289
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32 Genome-Wide Association Study for Coronary Artery Calcification With Follow-Up in Myocardial
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33 Polymorphisms in the Transcription Factor 7-Like 2 (<i>TCF7L2</i>) Gene Are Associated With Type 2
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34 Increased Insulin Concentrations in Nondiabetic Offspring of Diabetic Parents. New England Journal
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Fracture Risk. PLoS Genetics, 2012, 8, e1002745. 3.5 240

36 Large-Scale Gene-Centric Meta-Analysis across 39 Studies Identifies Type 2 Diabetes Loci. American
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37 Physical Activity and the Association of Common FTO Gene Variants With Body Mass Index and Obesity.
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PLoS ONE, 2012, 7, e43052. 2.5 183
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association analysis of large whole-genome sequencing studies at scale. Nature Genetics, 2020, 52,
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60 Variations in the G6PC2/ABCB11 genomic region are associated with fasting glucose levels. Journal of
Clinical Investigation, 2008, 118, 2620-8. 8.2 146
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and Genetic Association With Schizophrenia Endophenotypes. Archives of General Psychiatry, 2011, 68,
665.
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88 Genetic basis of lacunar stroke: a pooled analysis of individual patient data and genome-wide
association studies. Lancet Neurology, The, 2021, 20, 351-361. 10.2 95

89 Analysis commons, a team approach to discovery in a big-data environment for genetic epidemiology.
Nature Genetics, 2017, 49, 1560-1563. 21.4 93

90 <i>COL4A1</i> Is Associated With Arterial Stiffness by Genome-Wide Association Scan. Circulation:
Cardiovascular Genetics, 2009, 2, 151-158. 5.1 91



7

Braxton D Mitchell

# Article IF Citations

91 Shared genetic basis for migraine and ischemic stroke. Neurology, 2015, 84, 2132-2145. 1.1 91

92 Meta-analysis in more than 17,900 cases of ischemic stroke reveals a novel association at 12q24.12.
Neurology, 2014, 83, 678-685. 1.1 89

93 Genetic Variation in Adiponectin Receptor 1 and Adiponectin Receptor 2 Is Associated With Type 2
Diabetes in the Old Order Amish. Diabetes, 2005, 54, 2245-2250. 0.6 88

94 Linkage of the Metabolic Syndrome to 1q23-q31 in Hispanic Families: The Insulin Resistance
Atherosclerosis Study Family Study. Diabetes, 2004, 53, 1170-1174. 0.6 87

95 Meta-analysis of genome-wide studies identifies <i>WNT16</i> and <i>ESR1</i> SNPs associated with
bone mineral density in premenopausal women. Journal of Bone and Mineral Research, 2013, 28, 547-558. 2.8 87

96 QTL Influencing Blood Pressure Maps to the Region of PPH1 on Chromosome 2q31-34 in Old Order
Amish. Circulation, 2000, 101, 2810-2816. 1.6 86

97 Quantitative Trait Loci on Chromosomes 2p, 4p, and 13q Influence Bone Mineral Density of the Forearm
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113 Evidence of Missense Mutations on the Neuregulin 1 Gene Affecting Function of Prepulse Inhibition.
Biological Psychiatry, 2008, 63, 17-23. 1.3 74
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