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Structure of the human activated spliceosome in three conformational states. Cell Research, 2018, 28,

307-322.

Structure of a human catalytic step | spliceosome. Science, 2018, 359, 537-545. 12.6 118

Structures of the human pre-catalytic spliceosome and its precursor spliceosome. Cell Research, 2018,
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Structures of the human spliceosomes before and after release of the ligated exon. Cell Research, 12.0 4
2019, 29, 274-285. ’

How s Precursor Messenger RNA Spliced by the Spliceosome?. Annual Review of Biochemistry, 2020, 89,
333-358.

Cryo-EM structure of COORF723€“SMCR83€“WDR41 reveals the role as a GAP for Rab8a and Rab11a.
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Structure of the cytoplasmic ring of the <i>Xenopus laevis</i> nuclear pore complex. Science, 2022,
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TFPIis a colonic crypt receptor for TcdB from hypervirulent clade 2 C.Adifficile. Cell, 2022, 185, 28.9 10
980-994.e15. :

Cryo-EM structure of human Whtless in complex with Wnt3a. Nature Communications, 2021, 12, 4541.

Mechanism of exon ligation by human spliceosome. Molecular Cell, 2022, 82, 2769-2778.e4. 9.7 14

Structure of the yeast Swi/Snf complex in a nucleosome free state. Nature Communications, 2020, 11,

3398.

Structural basis for Ca2+ activation of the heteromeric PKD1L3/PKD2L1 channel. Nature 19.8 10
Communications, 2021, 12, 4871. :



