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Arms and ammunitions: effectors at the interface of rice and it&€™s pathogens and pests. Rice, 2021, 14, 94.
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Interaction of the <i>Xanthomonas«</i> effectors XopQ and XopX results in induction of rice immune
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183,1345-1363.

Xanthomonas oryzae pv. oryzae XopQ protein supi)resses rice immune responses through interaction
with two 14a€3a€3 proteins but its phosphoa€null mutant induces rice immune responses and interacts with 4.2 19
another 144€33€3 protein. Molecular Plant Pathology, 2019, 20, 976-989.

Overexpression of OsPUB41, a Rice E3 ubiquitin ligase induced by cell wall degrading enzymes,
enhances immune responses in Rice and Arabidopsis. BMC Plant Biology, 2019, 19, 530.

How Plants Respond to Pathogen Attack: Interaction and Communication. , 2019, , 537-568. 9

Complete genome dynamics of a dominant-lineage strain of Xanthomonas oryzae pv. oryzae harbouring
a novel plasmid encoding a type IV secretion system. Access Microbiology, 2019, 1, e000063.

A mutation in an exoglucanase of <i>Xanthomonas oryzae«<[i> pv. <i>oryzae</i>, which confers an
endo mode of activity, affects bacterial virulence, but not the induction of immune responses, in rice. 4.2 17
Molecular Plant Pathology, 2018, 19, 1364-1376.

Overexpression of a cell wall damage induced transcription factor, OsWRKY42, leads to enhanced
callose deposition and tolerance to salt stress but does not enhance tolerance to bacterial infection.
BMC Plant Biology, 2018, 18, 177.

Population genomic insights into variation and evolution of Xanthomonas oryzae pv. oryzae. 2.3 45
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Rice Leaf Transcriptional Profiling Suggests a Functional Interplay Between <i>Xanthomonas
oryzae<[i> pv. <i>oryzae<[i> Lipopolysaccharide and Extracellular Polysaccharide in Modulation of
Defense Responses During Infection. Molecular Plant-Microbe Interactions, 2017, 30, 16-27.

Action of Multiple Cell Walla€“Degrading Enzymes Is Required for Elicitation of Innate Immune
Responses During <i>Xanthomonas oryzae<[i> pv. <i>oryzae</[i> Infection in Rice. Molecular 2.6 30
Plant-Microbe Interactions, 2016, 29, 599-608.

Identification of Pectin Degrading Enzymes Secreted by Xanthomonas oryzae pv. oryzae and

Determination of Their Role in Virulence on Rice. PLoS ONE, 2016, 11, e0166396.

Mutations in the Predicted Active Site of <i>Xanthomonas oryzae</i> pv. <i>oryzae<[i> XopQ
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The rice immune receptor XA21 recognizes a tyrosine-sulfated protein from a Gram-negative bacterium.
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Upregulation of jasmonate biosynthesis and jasmonate-responsive genes in rice leaves in response to a
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Multiple Adhesin-Like Functions of <i>Xanthomonas oryzae<[i> pv. <i>oryzae<[i> Are Involved in
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125-128. 28 94



