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2010, 9, 1080-1089. 1.3 120
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215 Werner syndrome resembles normal aging. Cell Cycle, 2009, 8, 2323. 1.3 4

216 The clinical characteristics of Werner syndrome: molecular and biochemical diagnosis. Human
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217 Human Embryonic Stem Cells Have Enhanced Repair of Multiple Forms of DNA Damage. Stem Cells, 2008,
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2008, 30, 2-10. 1.3 511
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224 DNA damage, DNA repair, ageing and age-related disease. Mechanisms of Ageing and Development, 2008,
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Ageing and Development, 2008, 129, 441-448. 2.2 126
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256 A role for WRN in telomere-based DNA damage responses. Proceedings of the National Academy of
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Mitochondria, while a Different Glycosylase Incises 8-Oxoadenine Opposite Guanine in Nuclei. Journal
of Biological Chemistry, 2003, 278, 19541-19548.

1.6 50

290 Werner Syndrome Protein Contains Three Structure-specific DNA Binding Domains. Journal of
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Primary fibroblasts of Cockayne syndrome patients are defective in cellular repair of
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replication arrest. EMBO Reports, 2000, 1, 80-84. 2.0 378

338 Mitochondria, oxidative DNA damage, and aging. Age, 2000, 23, 199-218. 3.0 21
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Repair. Journal of Biological Chemistry, 2000, 275, 4460-4466. 1.6 187

341 Accelerated methylation of ribosomal RNA genes during the cellular senescence of Werner syndrome
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352 Repair of oxidative DNA base lesions induced by fluorescent light is defective in xeroderma
pigmentosum group A cells. Nucleic Acids Research, 1999, 27, 3153-3158. 6.5 46

353 Enzymatic and DNA binding properties of purified WRN protein: high affinity binding to single-stranded
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Investigations, 1999, 7, 13-21. 1.3 14



22

Vilhelm A Bohr

# Article IF Citations

361 Inhibition of RNA Polymerase II Transcription in Human Cell Extracts by Cisplatin DNA Damage.
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