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Association of a Primary Open-Angle Glaucoma Genetic Risk Score With Earlier Age at Diagnosis. JAMA 95 39
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Age at natural menopause genetic risk score in relation to age at natural menopause and primary
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Genome-wide association analysis identifies TXNRD2, ATXN2 and FOXC1 as susceptibility loci for
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A common variant near TGFBR3 is associated with primary open angle glaucoma. Human Molecular 9.9 105
Genetics, 2015, 24, 3880-3892. :
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Congenital cataracts: de novo gene conversion event in CRYBB2. Molecular Vision, 2014, 20, 1579-93.
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