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ARTICLE IF CITATIONS
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nanoparticles. Chemical Communications, 2021, 57, 11960-11963. 41 1
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Induction of antibacterial proteins and peptides in the coprophilous mushroom <i>Coprinopsis
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Coprinopsis cinerea intracellular lactonases hydrolyze quorum sensing molecules of Gram-negative

bacteria. Fungal Genetics and Biology, 2017, 102, 49-62. 21 19

Supercharging Reagent for Enhanced Liquid Chromatographic Separation and Charging of Sialylated
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