3

papers

3

all docs

2258059

1,969 3
citations h-index
3 3
docs citations times ranked

2550090

g-index

1677

citing authors



m

ARTICLE IF CITATIONS

Sequencing of allotetraploid cotton (Gossypium hirsutum L. acc. TM-1) provides a resource for fiber

improvement. Nature Biotechnology, 2015, 33, 531-537.

Resequencing a core collection of upland cotton identifies genomic variation and loci influencing 914 368
fiber quality and yield. Nature Genetics, 2018, 50, 803-813. :

Ancient nuclear genomes enable repatriation of Indigenous human remains. Science Advances, 2018, 4,

eaau5064.




