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T-cell specific upregulation of Sema4A as risk factor for autoimmunity in systemic lupus

erythematosus and rheumatoid arthritis. Autoimmunity, 2020, 53, 65-70. 2.6 4

Effect of a Single Apolipoprotein L1 Gene Nephropathy Variant on the Risk of Advanced Lupus Nephritis
in Brazilians. Journal of Rheumatology, 2020, 47, 1209-1217.

<i>IL1i2<i>, <i>IL18</i>, <i>NFKB1<[i> and <i>IFNG<[i> gene interactions are associated with severity of

rheumatoid arthritis: A pilot study. Autoimmunity, 2020, 53, 95-101. 2.6 8
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Comprehensive gene expression profiling in lungs of mice infected with <i>Mycobacterium
tuberculosis</i> following DNAhsp65 immunotherapy. Journal of Gene Medicine, 2009, 11, 66-78.
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Gene Expression Profiles in Human Lymphocytes Irradiated In Vitro with Low Doses of Gamma Rays. 15 59
Radiation Research, 2007, 168, 650. )
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cDNA microarray analysis of cyclosporin A (CsA)-treated human peripheral blood mononuclear cells

reveal modulation of genes associated with apoptosis, cell-cycle regulation and DNA repair.
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