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33 Age Is Differentially Associated with Rhinovirus A and C Species Infections in Children. , 2020, , . 0

34
Expression quantitative trait locus fine mapping of the 17q12â€“21 asthma locus in African American
children: a genetic association and gene expression study. Lancet Respiratory Medicine,the, 2020, 8,
482-492.

5.2 47

35 Epigenome-wide association study of DNA methylation and adult asthma in the Agricultural Lung
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