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Multiple molecular events underlie stochastic switching between 2 heritable cell states in fungi.
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Evolution of the complex transcription network controlling biofilm formation in Candida species.
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Protein-coding changes preceded cis-regulatory gains in a newly evolved transcription circuit.
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A Selective Serotonin Reuptake Inhibitor, a Proton Pump Inhibitor, and Two Calcium Channel Blockers N °
Inhibit Candida albicans Biofilms. Microorganisms, 2020, 8, 756. :

Candida albicans white and opaque cells exhibit distinct spectra of organ colonization in mouse
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Genetic Modification of Closely Related Candida Species. Frontiers in Microbiology, 2019, 10, 357. 3.5 15

A population shift between two heritable cell types of the pathogen <i>Candida albicans</i> is based
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The rewiring of transcription circuits in evolution. Current Opinion in Genetics and Development,
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Gene regulatory network plasticity predates a switch in function of a conserved transcription 6.0 46
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Global Identification of Biofilm-Specific Proteolysis in Candida albicans. MBio, 2016, 7, . 4.1 63
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Intersecting transcription networks constrain gene regulatory evolution. Nature, 2015, 523, 361-365.

Making Sense of Transcription Networks. Cell, 2015, 161, 714-723. 28.9 133
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A Histone Deacetylase Complex Mediates Biofilm Dispersal and Drug Resistance in Candida albicans.
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Mucins Suppress Virulence Traits of Candida albicans. MBio, 2014, 5, e01911.
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Regulatory Circuits That Enable Proliferation of the Fungus Candida albicans in a Mammalian Host.
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