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Evaluation of Gynogenic Responsiveness and Pollen Viability of Selfed Doubled Haploid Onion Lines
and Chromosome Doubling via Somatic Regeneration. Journal of the American Society for 1.0 21
Horticultural Science, 2010, 135, 67-73.

Quantitative Trait Loci Controlling Amounts and Types of Epicuticular Waxes in Onion. Journal of the
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Restriction fragment length polymorphisms reveal considerable nuclear divergence within a
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Assembly and characterisation of a unique onion diversity set identifies resistance to Fusarium basal

rot and improved seedling vigour. Theoretical and Applied Genetics, 2019, 132, 3245-3264.

In vitro flowering and production of viable pollen of cucumber. Plant Cell, Tissue and Organ Culture, 9.3 19
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Copy numbers of mitochondrial genes change during melon leaf development and are lower than the
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Diallel Crossing Among Doubled Haploids of Cucumber Reveals Significant Reciprocal-cross
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Restriction Fragment Length Polymorphisms Reveal Considerable Nuclear Divergence within a
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Reflectance Spectroscopy for Non-Destructive Measurement and Genetic Analysis of Amounts and
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Management of Onion Thrips (Thrips tabaci) in Organic Onion Production Using Multiple IPM Tactics. 99 6
Insects, 2021, 12, 207. :

Polymorphism in the Chloroplast ATP Synthase Beta-Subunit Is Associated with a Maternally Inherited

Enhanced Cold Recovery in Cucumber. Plants, 2021, 10, 1092.
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Genetic Analyses and Mapping of Pink-Root Resistance in Onion. Journal of the American Society for
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Rare maternal and biparental transmission of the cucumber mitochondrial DNA reveals sorting of
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40 Genetic Analyses of Resistance to Fusarium Basal Rot in Onion. Horticulturae, 2021, 7, 538. 2.8 4
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