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Mapping clustered mutations in cancer reveals APOBEC3 mutagenesis of ecDNA. Nature, 2022, 602,
510-517.
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Extrachromosomal DNA in HPV-Mediated Oropharyngeal Cancer Drives Diverse Oncogene
Transcription. Clinical Cancer Research, 2021, 27, 6772-6786.
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ViFi: accurate detection of viral integration and mRNA fusion reveals indiscriminate and unregulated
transcription in proximal genomic regions in cervical cancer. Nucleic Acids Research, 2018, 46,
3309-3325.
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