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2020, 117,31987-31992.

9 Genome sequencing of the staple food crop white Guinea yam enables the development of a molecular 2.8 114
marker for sex determination. BMC Biology, 2017, 15, 86. :

ISCB-Student Council Narratives: Strategical development of the ISCB-Regional Student Groups in

2016. F1000Research, 2016, 5, 2882.

4 Highlights of the 2nd Bioinformatics Student Symposium by ISCB RSG-UK. F1000Research, 2016, 5, 902. 1.6 2



