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Integrative clinical genomics of metastatic cancer. Nature, 2017, 548, 297-303.

Integrative Clinical Sequencing in the Management of Refractory or Relapsed Cancer in Youth. JAMA -

Journal of the American Medical Association, 2015, 314, 913. 74 333
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Polyalanine expansion in HOXA13: three new affected families and the molecular consequences in a
mouse model. Human Molecular Genetics, 2004, 13, 2841-2851.

A Novel Generalized Lipodystrophy-Associated Progeroid Syndrome Due to Recurrent Heterozygous

LMNA p.T10l Mutation. Journal of Clinical Endocrinology and Metabolism, 2018, 103, 1005-1014. 3.6 47
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Recurrent deletions and duplications of chromosome 2q11.2 and 2q13 are associated with variable

outcomes. American Journal of Medical Genetics, Part A, 2015, 167, 2664-2673. 12 42
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Compound heterozygosity for loss-of-function <i>FARSB«</i> variants in a patient with classic
features of recessive aminoacyl-tRNA synthetase-related disease. Human Mutation, 2018, 39, 834-840.

Molecular characterization of HOXA13 polyalanine expansion proteins in hand&€“footad€“genital

syndrome. American Journal of Medical Genetics, Part A, 2007, 143A, 3161-3168. 1.2 25

BAC transgenic analysis reveals enhancers sufficient for <i>Hoxal3</i> and neighborhood gene
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Potential Critical Regions Involved in Heart Development. Congenital Heart Disease, 2015, 10, 193-208. 0-2 24



20

22

24

26

28

30

32

34

36

JEFFREY W INNIS

ARTICLE IF CITATIONS
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Slippage Without Repair in Their Generation. American Journal of Medical Genetics, Part A, 2013, 161,
1019-1027.
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