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Molecular conservation and differential mutation on ORF3a gene in Indian SARS-CoV2 genomes.
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3890-3892.

Autoimmunity roots of the thrombotic events after COVID-19 vaccination. Autoimmunity Reviews, 2021, 5.8 39
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Notable sequence homology of the ORF10 protein introspects the architecture of SARS-CoV-2.
International Journal of Biological Macromolecules, 2021, 181, 801-809.

Missense mutations in SARS-CoV2 genomes from Indian patients. Genomics, 2020, 112, 4622-4627. 2.9 33

Possible Transmission Flow of SARS-CoV-2 Based on ACE2 Features. Molecules, 2020, 25, 5906.
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COVID-19 Vaccines and Thrombosisd€”Roadblock or Dead-End Street?. Biomolecules, 2021, 11, 1020.

The Importance of Research on the Origin of SARS-CoV-2. Viruses, 2020, 12, 1203. 3.3 27

The importance of accessory protein variants in the pathogenicity of SARS-CoV-2. Archives of
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Dynamics of the Modified n-Degree Lorenz System. Applied Mathematics and Nonlinear Sciences, 2019, 4,
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Fractal and mathematical morEhology in intricate comparison between tertiary protein structures.
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The viral capsid as novel nanomaterials for drug delivery. Future Science OA, 2021, 7, FSO744.
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Pathogenic perspective of missense mutations of ORF3a protein of SARS-CoV-2. Virus Research, 2021,
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Emergence of unique SARS-CoV-2 ORF10 variants and their impact on protein structure and function.
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Potential Molecular Mechanisms of Rare Anti-Tumor Immune Response by SARS-CoV-2 in Isolated Cases
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Underlying mathematics in diversification of human olfactory receptors in different loci.
Interdisciplinary Sciences, Computational Life Sciences, 2013, 5, 270-273.
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Molecular phylogeny and missense mutations at envelope proteins across coronaviruses. Genomics,
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Designing exons for human olfactory receptor gene subfamilies using a mathematical paradigm.
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DNA sequence evolution through Integral Value Transformations. Interdisciplinary Sciences,
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Periodically aperiodic pattern of SARS-CoV-2 mutations underpins the uncertainty of its origin and
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