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Living at its dry limits: Tillandsiales in the Atacama Desert. Plant Systematics and Evolution, 2022, 308, 0.9 1

Plant migration under longa€tasting hyperaridity € phylogenomics unravels recent biogeographic
history in one of the oldest deserts on Earth. New Phytologist, 2022, 234, 1863-1875.

Neckera, Forsstroemia and Alleniella (Neckeraceae, Bryophyta) redefined based on phylogenetic

analyses. Bryologist, 2022, 125, . 0.6 1

Unveiling the nature of a miniature world: a horizon scan of fundamental questions in bryology.
Journal of Bryology, 2022, 44, 1-34.
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Botany, 2021, 108, 184-199. L7 22

Setting the evolutionary timeline: Tillandsia landbeckii in the Chilean Atacama Desert. Plant
Systematics and Evolution, 2021, 307, 1.
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The evolution and biogeographic history of epiphytic thalloid liverworts. Molecular Phylogenetics
and Evolution, 2021, 165, 107298.

Population genomics of Tillandsia landbeckii reveals unbalanced genetic diversity and founder effects

in the Atacama Desert. Global and Planetary Change, 2020, 184, 103076. 3.5 14

Landscape genetics of the endangered Atacama Desert shrub Balsamocarpon brevifolium in the
context of habitat fragmentation. Global and Planetary Change, 2020, 184, 103059.
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Desert show fine4€scale response to environmental parameters. Ecology and Evolution, 2020, 10,
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Plant life at the dry limitd€”Spatial patterns of floristic diversity and composition around the

hyperarid core of the Atacama Desert. PLoS ONE, 2020, 15, e0233729. 2:5 18

Historical assembly of Zygophyllaceae in the Atacama Desert. Frontiers of Biogeography, 2020, 12, .

A multilocus phylogeny of the non-photosynthetic parasitic plant Cistanche (Orobanchaceae) refutes
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Phylogenetics and Evolution, 2020, 151, 106898.

Anthoceros genomes illuminate the origin of land plants and the unique biology of hornworts.

Nature Plants, 2020, 6, 259-272.
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Montane Forests of Uganda. Frontiers in Plant Science, 2020, 11, 765. 3.6 3
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Extremely low genetic diversity in the European clade of the model bryophyte Anthoceros agrestis.

Plant Systematics and Evolution, 2020, 306, 1.
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Frontiers in Plant Science, 2020, 11, 615723. :
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Systematics, 2020, 65, 147-166.

Systematic Revision of Papillaria (Meteoriaceae, Bryophyta). Systematic Botany, 2020, 45, 411-438. 0.5 1

Origin and diversification of Cristaria (Malvaceae) parallel Andean orogeny and onset of hyperaridity
in the Atacama Desert. Global and Planetary Change, 2019, 181, 102992.

Resolution of the ordinal phylogeny of mosses using targeted exons from organellar and nuclear

genomes. Nature Communications, 2019, 10, 1485. 12.8 144

Morphology, geographic distribution, and host preferences are poor predictors of phylogenetic
relatedness in the mistletoe genus Viscum L.. Molecular Phylogenetics and Evolution, 2019, 131, 106-115.
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Evolution, 2019, 41, 1-1. :
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analyses. Bryologist, 2019, 122, 219.
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Bryophyte Diversity and Evolution, 2018, 40, 37. 11 24

Contemporaneous radiations of fungi and plants linked to symbiosis. Nature Communications, 2018, 9,
5451.

Andreaea barbarae (Andreaeaceae, Bryophytina), a new moss species from Lesotho. Phytotaxa, 2018, 336, 0.3 5
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(Montiaceae) based on low-coverage whole genome sequencing. PLoS ONE, 2017, 12, e0178402.
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Mechanistic model of evolutionary rate variation en route to a nonphotosynthetic lifestyle in plants.

Proceedings of the National Academy of Sciences of the United States of America, 2016, 113, 9045-9050.
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rosamrosiae&lt;lem&gt;, a 4€cenewa€-widespread species of apple mosses (Bartramiales, Bryophytina) from
the Mediterranean and western North America&lt;/strong&gt;&lt;/p&gt;. Phytotaxa, 2015, 73, 37.

Establishment of Anthoceros agrestis as a model species for studying the biology of hornworts. BMC p 53
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Physcomitrium-Physcomitrellaspecies complex. BMC Evolutionary Biology, 2014, 14, 158. 3.2 48
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<strong>Phylogenetic reconstructions of the Hedwigiaceae reveal cryptic speciation and
hybridisation in <em>Hedwigia</em> </strong>. Bryophyte Diversity and Evolution, 2014, 36, 1.

Phylogenetic position and delimitation of the moss family Plagiotheciaceae in the order Hypnales. 16 97
Botanical Journal of the Linnean Society, 2013, 171, 330-353. )
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estimation of age and substitution rates. American Journal of Botany, 2013, 100, 556-573.

Mechanisms of Functional and Physical Genome Reduction in Photosynthetic and Nonphotosynthetic 6.6 289
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Lumping or splitting? The case of Racomitrium (Bryophytina: Grimmiaceae). Taxon, 2013, 62, 1117-1132.

Molecular Species Delimitation in the Racomitrium canescens Complex (Grimmiaceae) and Implications 05 39
for DNA Barcoding of Species Complexes in Mosses. PLoS ONE, 2013, 8, e53134. :

Bryolahyte Tree of Life: the current state of phylogenetic reconstruction in mosses. Journal of
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<i>Forsstroemia</i>Lindb. (Neckeraceae) revisited. Journal of Bryology, 2012, 34, 114-122. 1.2 8

Disentangling knots of rapid evolution: origin and diversification of the moss order Hypnales.
Journal of Bryology, 2012, 34, 187-211.
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Journal of the Linnean Society, 2012, 170, 157-175.
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Phylogeny of haplolepideous mosses &€” challenges and perspectives. Journal of Bryology, 2012, 34,
-186.

173-1 1.2 48

Phylogenetics of early branching eudicots: Comparing phylogenetic signal across plastid introns,
spacers, and genes. Journal of Systematics and Evolution, 2012, 50, 85-108.
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Mosses. PLoS ONE, 2012, 7, e48268. :

Bucklandiella araucana (Grimmiaceae), a new species from Chile. Bryologist, 2011, 114, 732-743.

Restless 5S: The re-arrangement(s) and evolution of the nuclear ribosomal DNA in land plants. 07 82
Molecular Phylogenetics and Evolution, 2011, 61, 321-332. :
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2011, 60, 36-50.

The evolution of the plastid chromosome in land plants: gene content, gene order, gene function. 3.9 1101
Plant Molecular Biology, 2011, 76, 273-297. : ¢
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Botanica, 2011, 68, 323-326. ’

20,000 species and five key markers: The status of molecular bryophyte phylogenetics. Phytotaxa, 2010,
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Species, genomes, and section relationships in the genus Arachis (Fabaceae): a molecular phylogeny. 0.9 30
Plant Systematics and Evolution, 2010, 290, 185-199. :
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Phylogenetic relationships in the &€ Pinnatellad€™ clade of the moss family Neckeraceae (Bryophyta).

Organisms Diversity and Evolution, 2010, 10, 107-122.
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cobi420. Molecular Phylogenetics and Evolution, 2010, 54, 417-426. :
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186-196.

The origin of the British and Macaronesian endemicThamnobryumspecies (Neckeraceae). Journal of 12 97
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Evolution, 2009, 282, 169-199. ’
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clades. Bryologist, 2009, 112, 447-466.
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Biodiversity, 2009, 7, 419-432. :
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Bryologist, 2007, 110, 533-560. )
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and Evolution, 2007, 7, 55-77.
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National Academy of Sciences of the United States of America, 2006, 103, 15511-15516. :
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(Aristolochiaceae). Molecular Ecology Notes, 2006, 6, 1051-1053.
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Molecular evolution of the trnLUAA intron in bryophytes. Molecular Phylogenetics and Evolution,
2005, 36, 429-443.

Genomic affinities in Arachis section Arachis (Fabaceae): molecular and cytogenetic evidence. 2.6 80
Theoretical and Applied Genetics, 2005, 111, 1229-1237. ’

Molecular Evolution of the trn T UGU &€<trn F GAA Region in Bryophytes. Plant Biology, 2004, 6, 545-554.

Molecular phylogenetics of the Meteoriaceae s. str.: focusing on the genera Meteorium and Papillaria.

Molecular Phylogenetics and Evolution, 2004, 32, 435-461. 27 27
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Elements on Phylogenetic Reconstructions. Plant Biology, 2003, 5, 400-410.

Molecular circumscription of the hornworts (Anthocerotophyta) based on the chloroplast DNA o4 a1
trnL?trnF region. Journal of Plant Research, 2003, 116, 389-398. :
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Patterns of molecular divergence within the palaeoaustral genusWeymouthiaBroth.
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