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Extended similarity indices: the benefits of comparing more than two objects simultaneously. Part 1:

Theory and characteristics&€. Journal of Cheminformatics, 2021, 13, 32. 6.1 25



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS
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Machine learning models for classification tasks related to drug safety. Molecular Diversity, 2021, 25,
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Discovery of Subtype Selective Janus Kinase (JAK) Inhibitors by Structure-Based Virtual Screening.
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