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Tumor mutational load predicts survival after immunotherapy across multiple cancer types. Nature
Genetics, 2019, 51, 202-206.

Mutational landscape of metastatic cancer revealed from prospective clinical sequencing of 10,000 30.7 2473
patients. Nature Medicine, 2017, 23, 703-713. : >

The Genomic Landscape of Endocrine-Resistant Advanced Breast Cancers. Cancer Cell, 2018, 34,
427-438.e6.

High-intensity sequencing reveals the sources of plasma circulating cell-free DNA variants. Nature 30.7 485
Medicine, 2019, 25, 1928-1937. ’

Genome doubling shapes the evolution and prognosis of advanced cancers. Nature Genetics, 2018, 50,
1189-1195.

Loss of the FAT1 Tumor Suppressor Promotes Resistance to CDK4/6 Inhibitors via the Hippo Pathway.
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Activating <i>ESR1<[i> Mutations Differentially Affect the Efficacy of ER Antagonists. Cancer
Discovery, 2017, 7, 277-287.

Accelerating Discovery of Functional Mutant Alleles in Cancer. Cancer Discovery, 2018, 8, 174-183. 9.4 275

Genomic characterization of metastatic patterns from prospective clinical sequencing of 25,000
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PDK1-SCK1 Signaling Sustains AKT-Independent mTORC1 Activation and Confers Resistance to PI3Ki= 16.8 187
Inhibition. Cancer Cell, 2016, 30, 229-242. )

Double <i>PIK3CA</i> mutations in cis increase oncogenicity and sensitivity to PI3Ki+ inhibitors. Science,
2019, 366, 714-723.

HER2-Mediated Internalization of Cytotoxic Agents in<i>ERBB2</i>Amplified or Mutant Lung Cancers.
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Resistance to TRK inhibition mediated by convergent MAPK pathway activation. Nature Medicine, 2019,
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ARID1A determines luminal identity and therapeutic response in estrogen-receptor-positive breast
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Systematic Functional Characterization of Resistance to PI3K Inhibition in Breast Cancer. Cancer
Discovery, 2016, 6, 1134-1147.

KMT2C mediates the estrogen dependence of breast cancer through regulation of ERI+ enhancer 5.9 102
function. Oncogene, 2018, 37, 4692-4710. :

Next-Generation Assessment of Human Epidermal Growth Factor Receptor 2 (ERBB2) Amplification

Status. Journal of Molecular Diagnostics, 2017, 19, 244-254.

Shift Work, Chronotype, and Melatonin Rhythm in Nurses. Cancer Epidemiology Biomarkers and

Prevention, 2019, 28, 1177-1186. 2.5 96
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Alterations in PTEN and ESR1 promote clinical resistance to alpelisib plus aromatase inhibitors. Nature

Cancer, 2020, 1, 382-393.

Enhanced specificity of clinical high-sensitivity tumor mutation profiling in cell-free DNA via paired

normal sequencing using MSK-ACCESS. Nature Communications, 2021, 12, 3770. 12.8 68

INK4 Tumor Suppressor Proteins Mediate Resistance to CDK4/6 Kinase Inhibitors. Cancer Discovery,
2022, 12,356-371.

FOXA1 Mutations Reveal Distinct Chromatin Profiles and Influence Therapeutic Response in Breast 16.8 7
Cancer. Cancer Cell, 2020, 38, 534-550.e9. )

Development of Genome-Derived Tumor Type Prediction to Inform Clinical Cancer Care. JAMA
Oncology, 2020, 6, 84.

A machine learning model that classifies breast cancer pathologic complete response on MRI

post-neoadjuvant chemotherapy. Breast Cancer Research, 2020, 22, 57. 5.0 63

Neratinib is effective in breast tumors bearing both amplification and mutation of ERBB2 (HER2).
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The clinical behavior and genomic features of the so-called adenoid cystic carcinomas of the solid
variant with basaloid features. Modern Pathology, 2022, 35, 193-201.

Genetic Alterations in the PI3K/AKT Pathway and Baseline AKT Activity Define AKT Inhibitor Sensitivity in
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Capturing Genomic Evolution of Lung Cancers through Liquid Biopsy for Circulating Tumor DNA.
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Genomic Alterations in <i>PIK3CA<[i>-Mutated Breast Cancer Result in mTORC1 Activation and Limit the 0.9 20
Sensitivity to PI3KI+ Inhibitors. Cancer Research, 2021, 81, 2470-2480. :

Next-Generation Sequencing&d€“Based Assessment of JAK2, PD-L1, and PD-L2 Copy Number Alterations at

9p24.1 in Breast Cancer. Journal of Molecular Diagnostics, 2019, 21, 307-317.

Accuracy of Magnetic Resonance Imaginga€“Guided Biopsy to Verify Breast Cancer Pathologic Complete
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Chromatin-informed inference of transcriptional programs in gynecologic and basal breast cancers.

Nature Communications, 2019, 10, 4369.

Clinical utility of next-generation sequencing-based ctDNA testing for common and novel ALK fusions. 2.0 17
Lung Cancer, 2021, 159, 66-73. :

TERT promoter hotspot mutations and gene amplification in metaplastic breast cancer. Npj Breast
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Liquid biopsies for residual disease and recurrence. Med, 2021, 2, 1292-1313. 4.4 15

10-Year Breast Cancer Outcomes in Women d%035 Years of Age. International Journal of Radiation
Oncology Biology Physics, 2021, 109, 1007-1018.

Molecular profiling of ER+ metastatic breast cancers to reveal association of genomic alterations
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metastatic breast cancer. Npj Breast Cancer, 2021, 7, 44. 52 1
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