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Identification of 15 new psoriasis susceptibility loci highlights the role of innate immunity. Nature
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Analysis of five chronic inflammatory diseases identifies 27 new associations and highlights

disease-specific patterns at shared loci. Nature Genetics, 2016, 48, 510-518. 214 617

Psoriasis. Nature Reviews Disease Primers, 2016, 2, 16082.
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Sequence and Haplotype Analysis Supports HLA-C as the Psoriasis Susceptibility 1 Gene. American
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Evidence for two psoriasis susceptibility loci (HLA and 17q) and two novel candidate regions (16q and) Tj ETQq0 0§ [gBT /ngegioch 107

Transcriptome Analysis of Psoriasis in a Large Casea€“Control Sample: RNA-Seq Provides Insights into
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Atopic Dermatitis Is an IL-13&€“Dominant Disease with Greater Molecular Heterogeneity Compared to
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Molecular Dissection of Psoriasis: Integrating Genetics and Biology. Journal of Investigative
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Large scale meta-analysis characterizes genetic architecture for common psoriasis associated
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Genome-wide Association Analysis of Psoriatic Arthritis and Cutaneous Psoriasis Reveals Differences
in Their Genetic Architecture. American Journal of Human Genetics, 2015, 97, 816-836.

Analysis of long non-coding RNAs highlights tissue-specific expression patterns and epigenetic

profiles in normal and psoriatic skin. Genome Biology, 2015, 16, 24. 8.8 204

Visualizing Human Leukocyte Antigen Class Il Risk Haplotypes in Human Systemic Lupus Erythematosus.
American Journal of Human Genetics, 2002, 71, 543-553.

Fine Mapping Major Histocompatibility Complex Associations in Psoriasis and Its Clinical Subtypes. 6.2 189
American Journal of Human Genetics, 2014, 95, 162-172. :

Widespread non-additive and interaction effects within HLA loci modulate the risk of autoimmune

diseases. Nature Genetics, 2015, 47, 1085-1090.

Genome-wide Comparative Analysis of Atopic Dermatitis and Psoriasis Gives Insight into Opposing

Genetic Mechanisms. American Journal of Human Genetics, 2015, 96, 104-120. 6.2 163
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Photosensitivity and type | IFN responses in cutaneous lupus are driven by epidermal-derived
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Genetic correlations among psychiatric and immunea€related phenotypes based on genomea€wide
association data. American Journal of Medical Genetics Part B: Neuropsychiatric Genetics, 2018, 177, 1.7 158
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Enhanced meta-analysis and replication studies identify five new psoriasis susceptibility loci. Nature
Communications, 2015, 6, 7001.

Global Gene Expression Analysis Reveals Evidence for Decreased Lipid Biosynthesis and Increased
Innate Immunity in Uninvolved Psoriatic Skin. Journal of Investigative Dermatology, 2009, 129, 0.7 153
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Investigating the Causal Relationship of C-Reactive Protein with 32 Complex Somatic and Psychiatric
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EGF receptor signaling inhibits keratinocyte apoptosis: evidence for mediation by Bcl-XL. Oncogene, 5.9 107
1998, 16, 1493-1499. :

A gene network regulated by the transcription factor VGLL3 as a promoter of sex-biased autoimmune
diseases. Nature Immunology, 2017, 18, 152-160.
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Proteogenomic analysis of psoriasis reveals discordant and concordant changes in mRNA and protein
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IFN-13 and TNF-{= synergism may provide a link between psoriasis and inflammatory atherogenesis. 2.3 78
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Evidence for local control of gene expression in the epidermal differentiation complex. Experimental
Dermatology, 2002, 11, 406-412.

A high-resolution HLA reference panel capturing global population diversity enables multi-ancestry

fine-mapping in HIV host response. Nature Genetics, 2021, 53, 1504-1516. 214 69

miR-146b Probably Assists miRNA-146a inAthe Suppression of Keratinocyte Proliferation and

Inflammatory ResponsesAin Psoriasis. Journal of Investigative Dermatology, 2017, 137, 1945-1954.

Association of CLEC16A with human common variable immunodeficiency disorder and role in murine B
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Psoriasis and Cardiometabolic Traits: Modest Association but Distinct Genetic Architectures. Journal
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Neutrophil Extracellular Traps Induce HumanATh17 Cells: Effect of Psoriasis-Associated TRAF3IP2
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Recent Highlights in Psoriasis Research. Journal of Investigative Dermatology, 2017, 137, 550-556.

Psoriasis-Associated Late Cornified Envelope (LCE) Proteins Have AntibacterialAActivity. Journal of
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Machine learning workflow to enhance predictions of Adverse Drug Reactions (ADRs) through
drug-gene interactions: application to drugs for cutaneous diseases. Scientific Reports, 2017, 7, 3690.

Association of 12-Defensin Copy Number and Psoriasis in Three Cohorts of European Origin. Journal of
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Drug Repurposing Prediction for Inmune-Mediated Cutaneous Diseases using a
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The genetics of psoriasis. Archives of Dermatology, 1994, 130, 216-24. 1.4 48

Associations between COVID-19 and skin conditions identified through epidemiology and genomic
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Translocation of an erythroid-specific hypersensitive site in deletion-type hereditary persistence of
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Causal Relationship and Shared Genetic Loci between Psoriasis and Type 2 Diabetes through

Trans-Disease Meta-Analysis. Journal of Investigative Dermatology, 2021, 141, 1493-1502. 0.7 29
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A Transethnic Mendelian Randomization Study Identifies Causality of Obesity on Risk of Psoriasis.
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Emerging biomarkers in psoriatic arthritis. IUBMB Life, 2015, 67, 923-927. 3.4 20

FOXM1 allows human keratinocytes to bypass the oncogene-induced differentiation checkpoint in
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Quantifying Differences in Heritability among Psoriatic Arthritis (PsA), Cutaneous Psoriasis (PsC) and
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Fine Mapping of the Psoriasis Susceptibility Gene PSORS1: A Reassessment of Risk Associated with a
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Cyclosporine inhibits ornithine decarboxylase gene expression and acute inflammation in response to

phorbol ester treatment of hairless mouse skin. Transplantation Proceedings, 1988, 20, 95-104.

Expanded Genome-Wide Association Study Meta-Analysis of Psoriasis Expands the Catalog of Common
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