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Deep-Time Structural Evolution of Retroviral and Filoviral Surface Envelope Proteins. Journal of
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Extracellular BMP1 is the major proteinase for COOH-terminal proteolysis of type | procollagen in
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with Alzheimerd€™s disease. Science Translational Medicine, 2021, 13, . 12.4 50

Dynamics of heavy chain junctional length biases in antibody repertoires. Communications Biology,
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Restricted epitope specificity determined by variable region germline segment pairing in rodent
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Massively parallel single-cell B-cell receptor sequencing enables rapid discovery of diverse
antigen-reactive antibodies. Communications Biology, 2019, 2, 304.

Immune repertoire mining for rapid affinity optimization of mouse monoclonal antibodies. MAbs, 2019, 5.9 18
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Muscle specific kRinase (MuSK) activation preserves neuromuscular junctions in the diaphragm but is
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High-throughput screening of antibody variants for chemical stability: identification of
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Anti-FcRH5/CD3 T Cell Dependent Bispecific Antibody (TDB) for the Treatment of Multiple Myeloma.
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Modular protein expression by RNA<i>trans</i>-splicing enables flexible expression of antibody
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In vitro affinity maturation of a natural human antibody overcomes a barrier to in vivo affinity

maturation. MAbs, 2014, 6, 437-445, 52 23
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Efficient production of antibodies against a mammalian integral membrane protein by phage display.

Protein Engineering, Design and Selection, 2011, 24, 679-689. 21 87
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Studies of the Structure of Caprine Arthritis-Encephalitis Virus Surface Envelope Glycoprotein. , 2006,
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TNFi+ and GM-CSF-induced activation of the CAEV promoter is independent of AP-1. Virology, 2006, 352,
188-199. 24 18
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Ovine Progressive Pneumonia Virus. Vaccine Journal, 2005, 12, 797-800. 3.1 6



38

40

42

44

46

48

50

52

54

I[SIDRO HOTZEL

ARTICLE IF CITATIONS

Seven new ovine progressive pneumonia virus (OPPV) field isolates from Dubois Idaho sheep comprise
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Organization, transcription, and expression of rhoptry associated protein genes in the Babesia
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Conservation of the Human Immunodeficiency Virus Type 1 gp120 V1/V2 Stem/Loop Structure in the

Equine Infectious Anemia Virus (EIAV) gp90. AIDS Research and Human Retroviruses, 2003, 19, 923-924. 1.1 15
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Nucleotide sequence data reported in this paper for the 11 kb genomic construct 3.111 has been

submitted to t € Genbanha,,dﬁ data base with accession numbers AF027149, AF028591 and AF028592.1.

Genetic variation in the dlmorphlc regions of rap-1 genes and rap-1 loci of Babesia bigeminalNote:
Nucleotide sequences data reported in this paper are available in the GenBank4,,¢ data base under the 11 45
accesion numbers AF014486 AF014757 to AF014768, and AF017284 to AF017298.1. Molecular and :

Characterization of Helper T Cell Responses against Rhoptry-Associated Protein 1 (RAP-1) of Babesial
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Dimorphic sequences of rap-1 genes encode B and CD4+ T helper lymphocyte epitopes in the Babesia

bigemina rhoptry associated protein-1. Molecular and Biochemical Parasitology, 1996, 81, 89-99.

DETECTION OF BOVINE RESPIRATORY SYNCYTIAL VIRUS IN CALVES OF RIO GRANDE DO SUL, BRAZIL. Ciencia

Rural, 1993, 23, 389-390. 0.5 1



I[SIDRO HOTZEL

# ARTICLE IF CITATIONS

Extrachromosomal nucleic acids in bovine babesia. Memorias Do Instituto Oswaldo Cruz, 1992, 87,

55 101-102.




