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PLoS ONE, 2017, 12, e0182235.

Effects of preservation procedures of rumen inoculum on in vitro microbial diversity and

fermentation. Animal Feed Science and Technology, 2010, 155, 186-193. 2.2 37

Effect of dietary fat to starch content on fecal microbiota composition and activity in dogs1. Journal
of Animal Science, 2018, 96, 3684-3698.

Aring test of a wireless in vitro gas production system. Animal Production Science, 2013, 53, 585. 1.3 34

Rumen microbial population dynamics in response to photoperiod. Letters in Applied Microbiology,
2005, 41, 97-101.

The effect of lactating rabbit does on the development of the caecal microbial community in the pups

they nurture. Journal of Applied Microbiology, 2007, 103, 557-564. 31 32

Analysis of the Rumen Microbiome and Metabolome to Study the Effect of an Antimethanogenic
Treatment Applied in Early Life of Kid Goats. Frontiers in Microbiology, 2018, 9, 2227.

In vitrod€“in vivo study on the effects of plant compounds on rumen fermentation, microbial

abundances and methane emissions in goats. Animal, 2013, 7, 1925-1934. 33 27

Effect of type (barley vs. maize) and processing (grinding vs. dry rolling) of cereal on ruminal
fermentation and microbiota of beef calves during the early fattening period. Animal Feed Science and
Technology, 2015, 199, 113-126.

Mitochondrial bioenergetics boost macrophage activation, promoting liver regeneration in

metabolically compromised animals. Hepatology, 2022, 75, 550-566. 73 25

The effect of medicated diets and level of feeding on caecal microbiota of lactating rabbit does.
Journal of Applied Microbiology, 2007, 103, 787-793.

Response of the rumen archaeal and bacterial populations to anti-methanogenic organosulphur

compounds in continuous-culture fermenters. FEMS Microbiology Ecology, 2015, 91, fiv079. 2.7 23

Garlic derived compounds modify ruminal fatty acid biohydrogenation and induce shifts in the
Butyrivibrio community in continuous-culture fermenters. Animal Feed Science and Technology, 2013,
184, 38-48.

Molecular comparative assessment of the microbial ecosystem in rumen and faeces of goats fed

alfalfa hay alone or combined with oats. Anaerobe, 2014, 29, 52-58. 21 21

Effects of feed additives on ileal mucosad€“associated microbiota composition of broiler chickens].
Journal of Animal Science, 2015, 93, 3410-3420.

Regulation of macrophage activity by surface receptors contained within Borrelia

burgdorferi-enriched phagosomal fractions. PLoS Pathogens, 2019, 15, e1008163. 47 20

METHANOGENESIS IN RABBIT CAECUM AS AFFECTED BY THE FERMENTATION PATTERN: IN VITRO AND IN VIVO

MEASUREMENTS. World Rabbit Science, 2011, 19, 75-83.

EFFECTS OF LEVELS OF INSOLUBLE AND SOLUBLE FIBRE IN DIETS FOR GROWING RABBITS ON FAECAL 0.6 18
DIGESTIBILITY, NITROGEN RECYCLING AND IN VITRO FERMENTATION. World Rabbit Science, 2011, 19, 85-94. ’



38

40

42

44

46

48

50

52

54

LETICIA ABECIA

ARTICLE IF CITATIONS
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