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Double-stranded RNA bending by AU-tract sequences. Nucleic Acids Research, 2020, 48, 12917-12928.

Characterizing microfluidic approaches for a fast and efficient reagent exchange in single-molecule

studies. Scientific Reports, 2020, 10, 18069. 3.3 8

Purified Smc5/6 Complex Exhibits DNA Substrate Recognition and Compaction. Molecular Cell, 2020,
80, 1039-1054.e6.
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Sequence-dependent mechanical properties of double-stranded RNA. Nanoscale, 2019, 11, 21471-21478. 5.6 17

CtIP forms a tetrameric dumbbell-shaped particle which bridges complex DNA end structures for

double-strand break repair. ELife, 2019, 8, .

Characterization of the activity of the different oligomeric forms of pulmonary human surfactant
protein SP-D., 2019, , .
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Specific and non-specific interactions of ParB with DNA: implications for chromosome segregation.
Nucleic Acids Research, 2015, 43, 719-731.
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