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APC7 mediates ubiquitin signaling in constitutive heterochromatin in the developing mammalian brain.
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CHARGE syndrome protein CHD7 regulates epigenomic activation of enhancers in granule cell
precursors and gyrification of the cerebellum. Nature Communications, 2021, 12, 5702.

A MYT1L syndrome mouse model recapitulates patient phenotypes and reveals altered brain

development due to disrupted neuronal maturation. Neuron, 2021, 109, 3775-3792.e14. 8.1 34
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DNMT3A Haploinsufficiency Results in Behavioral Deficits and Global Epigenomic Dysregulation
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Functions of <i>Gtf2i<[i> and <i>Gtf2ird1</i> in the developing brain: transcription, DNA binding and
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LONGO: an R package for interactive gene length dependent analysis for neuronal identity.
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DNA methylation in the gene body influences MeCP2-mediated gene repression. Proceedings of the
National Academy of Sciences of the United States of America, 2016, 113, 15114-15119.

Disruption of DNA-methylation-dependent long gene repression in Rett syndrome. Nature, 2015, 522, 9
89-93. 7.8 521
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