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12 Mycorrhizal symbiosis modulates the rhizosphere microbiota to promote rhizobiaâ€“legume symbiosis.
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13 Targeted enrichment of novel chloroplast-based probes reveals a large-scale phylogeny of 412
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Metagenomic Analysis Reveals Microbial Community Structure and Metabolic Potential for Nitrogen
Acquisition in the Oligotrophic Surface Water of the Indian Ocean. Frontiers in Microbiology, 2021,
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18 A chromosome-level genome assembly of rugged rose (Rosa rugosa) provides insights into its
evolution, ecology, and floral characteristics. Horticulture Research, 2021, 8, 141. 6.3 29
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27 Plastid phylogenomic insights into the evolution of the Caprifoliaceae s.l. (Dipsacales). Molecular
Phylogenetics and Evolution, 2020, 142, 106641. 2.7 52
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Comparative Plastome Analysis of Root- and Stem-Feeding Parasites of Santalales Untangle the
Footprints of Feeding Mode and Lifestyle Transitions. Genome Biology and Evolution, 2020, 12,
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30 Draft Genomes of Two Artocarpus Plants, Jackfruit (A. heterophyllus) and Breadfruit (A. altilis).
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different flowering stages of diploid and tetraploid <i>Lonicera japonica</i>. PeerJ, 2020, 8, e8690. 2.0 8
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genome structure, and ongoing low frequency recombination. BMC Genomics, 2019, 20, 953. 2.8 21



5

Huan Liu

# Article IF Citations

55 The complete plastid genomes of two Fabaceae orphan crops from Africa. Mitochondrial DNA Part B:
Resources, 2019, 4, 93-94. 0.4 5

56 The draft genomes of five agriculturally important African orphan crops. GigaScience, 2019, 8, . 6.4 108

57 Establishment of a Macaca fascicularis gut microbiome gene catalog and comparison with the human,
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63 Generation of outbred Ace2 knockout mice by RNA transfection of TALENs displaying colitis
reminiscent pathophysiology and inflammation. Transgenic Research, 2015, 24, 433-446. 2.4 14
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