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Type 2C protein phosphatases directly regulate abscisic acid-activated protein kinases in Arabidopsis.
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Molecular Basis of the Core Regulatory Network in ABA Responses: Sensing, Signaling and Transport.
Plant and Cell Physiology, 2010, 51, 1821-1839.
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Abscisic acid-dependent multisite phosphorylation regulates the activity of a transcription activator
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Engineering drought tolerance in plants: discovering and tailoring genes to unlock the future. 6.6 683
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Three Arabidopsis SnRK2 Protein Kinases, SRK2D/SnRK2.2, SRK2E/SnRK2.6/OST1 and SRK21/SnRK2.3,
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Three SnRK2 Protein Kinases are the Main Positive Regulators of Abscisic Acid Signaling in Response to a1 599
Water Stress in Arabidopsis. Plant and Cell Physiology, 2009, 50, 2123-2132. )
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<i>Arabidopsis</i>DREB2A-Interacting Proteins Function as RING E3 Ligases and Negatively Regulate 6.6 477
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Antagonistic Interaction between Systemic Acquired Resistance and the Abscisic Acida€“Mediated
Abiotic Stress Response in <i>Arabidopsis</i> A. Plant Cell, 2008, 20, 1678-1692.

Monitoring the expression pattern of around 7,000 Arabidopsis genes under ABA treatments using a
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Genetics and Phosphoproteomics Reveal a Protein Phosphorylation Network in the Abscisic Acid
Signaling Pathway in <i>Arabidopsis thaliana</i>. Science Signaling, 2013, 6, rs8.

Osmotic Stress Responses and Plant Growth Controlled by Potassium Transporters 6.6 350
in<i>Arabidopsis</i>A A. Plant Cell, 2013, 25, 609-624. :

Threonine at position 306 of the KAT1 potassium channel is essential for channel activity and is a
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SRK2C, a SNF1-related protein kinase 2, improves drought tolerance by controlling stress-responsive
gene expression in Arabidopsis thaliana. Proceedings of the National Academy of Sciences of the 7.1 312
United States of America, 2004, 101, 17306-17311.

CYP707A3, a major ABA 8a€2-hydroxylase involved in dehydration and rehydration response inArabidopsis

thaliana. Plant Journal, 2006, 46, 171-182.

A Heterocomplex of Iron Superoxide Dismutases Defends Chloroplast Nucleoids against Oxidative
Stress and Is Essential for Chloroplast Development in<i>Arabidopsis</i>. Plant Cell, 2008, 20, 6.6 270
3148-3162.
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Crosstalk in the responses to abiotic and biotic stresses in Arabidopsis: Analysis of gene expression in
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Plant Raf-like Rinase integrates abscisic acid and hyperosmotic stress signaling upstream of
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Chemical regulation of abscisic acid catabolism in plants by cytochrome P450 inhibitors. Bioorganic
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Enhancement of salt tolerance in soybean with NaCl pretreatment. Physiologia Plantarum, 2000, 110,
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SnRK2 protein Rinases represent an ancient system in plants for adaptation to a terrestrial
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Arabidopsis Rafa€like kinases act as positive regulators of subclass Ill SnRK2 in osmostress signaling. 5.7 -
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Archetypal Roles of an Abscisic Acid Receptor in Drought and Sugar Responses in Liverworts. Plant
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The PP2C4€“SnRK2 complex. Plant Signaling and Behavior, 2010, 5, 160-163. 2.4 42

Analysis of gene expression profiles in Arabidopsis salt overly sensitive mutants sos2-1 and sos3 -1.
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<i>Arabidopsis</i> group C Raf-like protein kinases negative(?/ regulate abscisic acid signaling and are
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Genome wide cDNA-AFLP analysis of genes rapidly induced by combined sucrose and ABA treatment in
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Drought Stress Signaling Network. , 2014, , 383-409. 23

Systems biology approaches to abscisic acid signaling. Journal of Plant Research, 2011, 124, 539-548.

Large-Scale Phosphoproteomic Study of Arabidopsis Membrane Proteins Reveals Early Signaling Events
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Comparative Phosphoproteomic Analysis Reveals a Decay of ABA Signaling in Barley Embryos during 31 14
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