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Functional domains of chlamydial histone H1-like protein. Biochemical Journal, 1996, 315, 481-486.
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Dictyostelium discoideum in Saccharomyces cerevisiae. Biochimica Et Biophysica Acta Gene Regulatory 2.4 5
Mechanisms, 1995, 1263, 45-52.
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The Acidic Ribosomal Proteins and the Control of Protein Synthesis in Yeast. , 1993, , 67-80. 9
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Stable binding of the euRaryotic acidic phosphoproteins to the ribosome is not an absolute
requirement for in vivo protein synthesis. Journal of Biological Chemistry, 1992, 267, 12061-7.
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Proteins L44/L45 and L44' have different functional roles. FEBS Journal, 1991, 196, 407-414. :
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