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Dynamics of transcription-mediated conversion from euchromatin to facultative heterochromatin at

the Xist promoter by Tsix. Cell Reports, 2021, 34, 108912. 6.4 o

Regulation of mammalian 3D genome organization and histone H3K9 dimethylation by H3K9
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The Eleanor ncRNAs activate the topological domain of the ESR1 locus to balance against apoptosis.
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Genome-wide stability of the DNA replication program in single mammalian cells. Nature Genetics,
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2018, 1861, 221-245. 0.9 22
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Chromatin folding and DNA replication inhibition mediated by a highly antitumor-active

tetrazolato-bridged dinuclear platinum(ll) complex. Scientific Reports, 2016, 6, 24712.
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