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Biallelic mutations in PALB2 cause Fanconi anemia subtype FA-N and predispose to childhood cancer.

Nature Genetics, 2007, 39, 162-164.

A Genetic Screen Identifies FAN1, a Fanconi Anemia-Associated Nuclease Necessary for DNA Interstrand

Crosslink Repair. Molecular Cell, 2010, 39, 36-47. 97 306

Mutations of the SLX4 gene in Fanconi anemia. Nature Genetics, 2011, 43, 142-146.
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FAN1 mutations cause Raryomegalic interstitial nephritis, linking chronic Ridney failure to defective
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peripheral blood cells observed in a Fanconi anemia patient leads to milder phenotype. Molecular
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