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ARTICLE

Identification of novel mutational drivers reveals oncogene dependencies in multiple myeloma. Blood,
2018, 132, 587-597.

A high-risk, Double-Hit, group of newly diagnosed myeloma identified by genomic analysis. Leukemia,
2019, 33, 159-170.

Microhomology-mediated end joining drives complex rearrangements and overexpression of
<i>MYC<[i> and <i>PVT1<[i> in multiple myeloma. Haematologica, 2020, 105, 1055-1066.

Multiple Myeloma DREAM Challenge reveals epigenetic regulator PHF19 as marker of aggressive
disease. Leukemia, 2020, 34, 1866-1874.

A generalizable data-driven multicellular model of pancreatic ductal adenocarcinoma. GigaScience,

2020, 9, .

Integrative network modeling reveals mechanisms underlying T cell exhaustion. Scientific Reports,
2020, 10, 1915.
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