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SYSTEMATICS AND HISTORICAL BIOGEOGRAPHY OF WAGTAILS: DISPERSAL VERSUS VICARIANCE REVISITED. 16 46
Condor, 2002, 104, 725. )



56

58

60

62

GARY VOELKER

ARTICLE IF CITATIONS

Systematics and Historical Biogeography of Wagtails: Dispersal Versus Vicariance Revisited. Condor,

2002, 104, 725-739.

Molecular phylogenetics and the historical biogeography of dippers (Cinclus). Ibis, 2002, 144, 577-584. 1.9 26

MOLT OF THE GRAY VIREO. Condor, 2000, 102, 610.

Molt of the Gray Vireo. Condor, 2000, 102, 610-618. 1.6 5

Molecular Evolutionary Relationships in the Avian GenusAnthus(Pipits: Motacillidae). Molecular
Phylogenetics and Evolution, 1999, 11, 84-94.

DISPERSAL, VICARIANCE, AND CLOCKS: HISTORICAL BIOGEOGRAPHY AND SPECIATION IN A COSMOPOLITAN
PASSERINE GENUS ( <i>ANTHUS</i> : MOTACILLIDAE). Evolution; International Journal of Organic 2.3 92
Evolution, 1999, 53, 1536-1552.

Dispersal, Vicariance, and Clocks: Historical Biogeography and Speciation in a Cosmopolitan Passerine

Genus (Anthus: Motacillidae). Evolution; International Journal of Organic Evolution, 1999, 53, 1536.

Contrasts in Scheduling of Molt and Migration in Eastern and Western Warbling-Vireos. Auk, 1998,

115, 142-155. 1.4 62



