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seedling recruitment. ISME Journal, 2016, 10, 389-399. )

Root surface as a frontier for plant microbiome research. Proceedings of the National Academy of
Sciences of the United States of America, 2015, 112, 2299-2300.

The Plant Microbiome at Work. Molecular Plant-Microbe Interactions, 2015, 28, 212-217. 2.6 493

Quantitative divergence of the bacterial root microbiota in <i>Arabidopsis thaliana</i> relatives.
Proceedings of the National Academy of Sciences of the United States of America, 2014, 111, 585-592.

Structure and Functions of the Bacterial Microbiota of Plants. Annual Review of Plant Biology, 2013,
64, 807-838. 18.7 2,589
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