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genome-wide association and fixation index analyses. BMC Genomics, 2017, 18, 529. 2.8 87
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Genome-Wide Association Study of Resistance to Soybean Cyst Nematode (Heterodera glycines) HG Type 3.6 68
2.5.7 in Wild Soybean (Glycine soja). Frontiers in Plant Science, 2016, 7, 1214. )
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Cytoplasmic composition in Pinus densata and population establishment of the diploid hybrid pine. 3.9 62
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On the origin and evolution of apomixis in Boechera. Plant Reproduction, 2013, 26, 309-315.

Multilocus Patterns of Nucleotide Diversity, Population Structure and Linkage Disequilibrium 9.9 54
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Comparative RNA-Seq Analysis Uncovers a Complex Regulatory Network for Soybean Cyst Nematode
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Neglected treasures in the wild 4€” legume wild relatives in food security and human health. Current 71 45
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Genome-wide analysis of gene expression reveals gene regulatory networks that regulate
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