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barley landraces across the Iberian Peninsula. Molecular Ecology, 2019, 28, 1994-2012. 3.9 22

Resequencing theVrs1 gene in Spanish barley landraces revealed reversion of six-rowed to two-rowed

spike. Molecular Breeding, 2018, 38, 1.

Assessing different barley growth habits under Egyptian conditions for enhancing resilience to 51 30
climate change. Field Crops Research, 2018, 224, 67-75. )



20

22

24

26

28

30

32

34

36

ARTICLE IF CITATIONS

Genotype by Environment Interaction and Adaptation. , 2018, , 1-44.

Analysis of Plant Pan-Genomes and Transcriptomes with GET_HOMOLOGUES-EST, a Clustering Solution

for Sequences of the Same Species. Frontiers in Plant Science, 2017, 8, 184. 3.6 63

Large Differences in Gene Expression Responses to Drought and Heat Stress between Elite Barley
Cultivar Scarlett and a Spanish Landrace. Frontiers in Plant Science, 2017, 8, 647.

A Cluster of Nucleotided€Binding Sited€“Leucined€Rich Repeat Genes Resides in a Barley Powdery Mildew

Resistance Quantitative Trait Loci on 7HL. Plant Genome, 2016, 9, plantgenome2015.10.0101. 2.8 13

Identification of quantitative trait loci for agronomic traits contributed by a barley (Hordeum) Tj ETQq1 1 0.784314 rgBT IOveﬁloch 10

Selection footprints in barley breeding lines detected by combining genotyping-by-sequencing with

reference genome information. Molecular Breeding, 2015, 35, 1. 21 7

BARLEYMAP: physical and genetic mapping of nucleotide sequences and annotation of surrounding
loci in barley. Molecular Breeding, 2015, 35, 1.

HVFT1 polymorphism and effectA¢4,~a€survey of barley germplasm and expression analysis. Frontiers in 2.6 49
Plant Science, 2014, 5, 251. :

Quantitative trait loci for agronomic traits in an elite barley population for Mediterranean
conditions. Molecular Breeding, 2014, 33, 249-265.

Spanish barley landraces outperform modern cultivars at low&€productivity sites. Plant Breeding, 2014, 19 44
133, 218-226. ’

Fine mapping of the Rrs1 resistance locus against scald in two large populations derived from Spanish
barley landraces. Theoretical and Applied Genetics, 2013, 126, 3091-3102.

Whole-genome analysis with SNPs from BOPA1 shows clearly defined groupings of Western
Mediterranean, Ethiopian, and Fertile Crescent barleys. Genetic Resources and Crop Evolution, 2013, 1.6 15
60, 251-264.

Resistance to powdery mildew in one Spanish barley landrace hardly resembles other previously
identified wild barley resistances. European Journal of Plant Pathology, 2013, 136, 459-468.

Developmental patterns of a large set of barley (<i>Hordeum vulgare</i>) cultivars in response to

ambient temperature. Annals of Applied Biology, 2013, 162, 309-323. 2.5 14

Towards Positional Isolation of Three Quantitative Trait Loci Conferring Resistance to Powdery
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Development of a costa€effective pyrosequencing approach for SNP genotyping in barley. Plant Breeding,
2011, 130, 394-397.

Introgression of an intermediate VRNH1 allele in barley (Hordeum vulgare L.) leads to reduced

vernalization requirement without affecting freezing tolerance. Molecular Breeding, 2011, 28, 475-484. 21 20

HvFT1 (VrnH3) drives latitudinal adaptation in Spanish barleys. Theoretical and Applied Genetics, 2011,
122,1293-1304.

Gene and QTL detection in a three-way barley cross under selection by a mixed model with kinship 3.6 53
information using SNPs. Theoretical and Applied Genetics, 2011, 122, 1605-1616. :

Resistance to powdery mildew in Spanish barley landraces is controlled by different sets of
quantitative trait loci. Theoretical and Applied Genetics, 2011, 123, 1019-1028.

Adaptation of barley to mild winters: A role for PPDH2. BMC Plant Biology, 2011, 11, 164. 3.6 66

Expression analysis of vernalization and day-length response genes in barley (Hordeum vulgare L.)
indicates that VRNH2 is a repressor of PPDH2 (HvFT3) under long days. Journal of Experimental Botany,
2011, 62, 1939-1949.

A model of the genetic differences in malting quality between European and North American barley

cultivars based on a QTL study of the cross Triumpha€fA—a€fMorex. Plant Breeding, 2010, 129, 280-290. 1.9 16

Identification of quantitative trait loci for resistance to powdery mildew in a Spanish barley
landrace. Molecular Breeding, 2010, 25, 581-592.

Screening the Spanish Barley Core Collection for disease resistance. Plant Breeding, 2010, 129, 45-52. 1.9 51
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