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ARTICLE IF CITATIONS

Local Immune Changes in Early Stages of Inflammation and Carcinogenesis Correlate with the

Collagen Scaffold Changes of the Colon Mucosa. Cancers, 2021, 13, 2463.

Analysis of MicroRNA Expression Changes During the Course of Therapy In Rectal Cancer Patients.

Frontiers in Oncology, 2021, 11, 702258. 2.8 1

Association of circulating short chain fatty acid levels with colorectal adenomas and colorectal
cancer. Clinical Nutrition ESPEN, 2021, 46, 297-304.

ExFression quantitative trait loci in ABC transporters are associated with survival in 5-FU treated
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orectal cancer patients. Mutagenesis, 2020, 35, 273-281. 2:6 2

Epistatic effect of TLR3 and cGAS&€STINGAEKKIuAETBK14€HN signaling variants on colorectal cancer risk. Cancer
Medicine, 2020, 9, 1473-1484.

Fusobacterium nucleatum tumor DNA levels are associated with survival in colorectal cancer

patients. European Journal of Clinical Microbiology and Infectious Diseases, 2019, 38, 1891-1899. 2.9 33

Functional Polymorphisms in DNA Repair Genes Are Associated with Sporadic Colorectal Cancer
Susceptibility and Clinical Outcome. International Journal of Molecular Sciences, 2019, 20, 97.

Significance of postoperative follow-up of patients with metastatic colorectal cancer using

circulating tumor DNA. World Journal of Gastroenterology, 2019, 25, 6939-6948. 33 24

Base excision repair capacity as a determinant of prognosis and therapy response in colon cancer
patients. DNA Repair, 2018, 72, 77-85.

Expression profile of miR-17/92 cluster is predictive of treatment response in rectal cancer. 0.8 29
Carcinogenesis, 2018, 39, 1359-1367. :

Short article: Influence of regulatory NLRC5 variants on colorectal cancer survival and
5-fluorouracil-based chemotherapy. European Journal of Gastroenterology and Hepatology, 2018, 30,
838-842.

Investigation of single and synergic effects of NLRC5 and PD-L1 variants on the risk of colorectal

cancer. PLoS ONE, 2018, 13, e0192385. 2:5 20

MicroRNA-binding site polymorphisms in genes involved in colorectal cancer etiopathogenesis and
their impact on disease prognosis. Mutagenesis, 2017, 32, 533-542.

The focus on sample quality: Influence of colon tissue collection on reliability of qPCR data. 2.3 ;
Scientific Reports, 2016, 6, 29023. ’

Epigenome-wide analysis of DNA methylation reveals a rectal cancer-specific epigenomic signature.
Epigenomics, 2016, 8, 1193-1207.

Monitoring of Circulating Tumor Cells by a Combination of Inmunomagnetic Enrichment and RT-PCR
in Colorectal Cancer Patients Undergoing Surgery. Advances in Clinical and Experimental Medicine, 14 11
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Double-strand break repair and colorectal cancer: gene variants within 38€2 UTRs and microRNAs binding

as modulators of cancer risk and clinical outcome. Oncotarget, 2016, 7, 23156-23169.

Post-treatment recovery of suboptimal DNA repair capacity and gene expression levels in colorectal

cancer patients. Molecular Carcinogenesis, 2015, 54, 769-778. 27 16
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Circulating miRNAs miR-34a and miR-150 associated with colorectal cancer progression. BMC Cancer,
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Elevated levels of 14-3-3 proteins, serotonin, gamma enolase and Eyruvate kinase identified in clinical 11 28
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HOTAIR long non-coding RNA is a negative prognostic factor not only in primary tumors, but also in
the blood of colorectal cancer patients. Carcinogenesis, 2014, 35, 1510-1515.

Variations in mismatch repair genes and colorectal cancer risk and clinical outcome. Mutagenesis, 06 20
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Variation within 33€2-UTRs of Base Excision Repair Genes and Response to Therapy in Colorectal Cancer
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