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Circulating miRNAs miR-34a and miR-150 associated with colorectal cancer progression. BMC Cancer, 06 77
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Polymorphisms in miRNA-binding sites of nucleotide excision repair genes and colorectal cancer risk. 0.8 59
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Variation within 33€2-UTRs of Base Excision Repair Genes and Response to Therapy in Colorectal Cancer
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Double-strand break repair and colorectal cancer: gene variants within 38€2 UTRs and microRNAs binding

as modulators of cancer risk and clinical outcome. Oncotarget, 2016, 7, 23156-23169. 1.8 40

Differences in nucleotide excision repair capacity between newly diagnosed colorectal cancer
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Fusobacterium nucleatum tumor DNA levels are associated with survival in colorectal cancer
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Expression profile of miR-17/92 cluster is predictive of treatment response in rectal cancer.
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Significance of postoperative follow-up of patients with metastatic colorectal cancer using
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Epigenome-wide analysis of DNA methylation reveals a rectal cancer-specific epigenomic signature.
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Investigation of single and synergic effects of NLRC5 and PD-L1 variants on the risk of colorectal 05 20
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Research, 2012, 32, 1621-6. 11 18



20

22

24

26

MIROSLAV LEVY

ARTICLE IF CITATIONS

Post-treatment recovery of suboptimal DNA repair capacity and gene expression levels in colorectal
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Analysis of MicroRNA Expression Changes During the Course of Therapy In Rectal Cancer Patients. 0.8 1
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Monitoring of Circulating Tumor Cells by a Combination of Imnmunomagnetic Enrichment and RT-PCR
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