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Effect of cadmium exposure on expression of antioxidant gene transcripts in the river pufferfish,
Takifugu obscurus (Tetraodontiformes). Comparative Biochemistry and Physiology Part - C: Toxicology
and Pharmacology, 2010, 152, 473-479.

2.6 63

12 Complete mitochondrial genome of the monogonont rotifer,<i>Brachionus koreanus</i>(Rotifera,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 302 Td (Brachionidae). Mitochondrial DNA, 2014, 25, 29-30.0.6 61

13 Omics of the marine medaka (Oryzias melastigma) and its relevance to marine environmental research.
Marine Environmental Research, 2016, 113, 141-152. 2.5 56

14
Expression profiles of seven glutathione S-transferase (GST) genes in cadmium-exposed river
pufferfish (Takifugu obscurus). Comparative Biochemistry and Physiology Part - C: Toxicology and
Pharmacology, 2010, 151, 99-106.

2.6 55
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hermaphroditic fish, Kryptolebias marmoratus. Comparative Biochemistry and Physiology Part - C:
Toxicology and Pharmacology, 2008, 147, 299-305.

2.6 7

130
Effects of salinity and endocrine-disrupting chemicals on expression of prolactin and prolactin
receptor genes in the euryhaline hermaphroditic fish, Kryptolebias marmoratus. Comparative
Biochemistry and Physiology Part - C: Toxicology and Pharmacology, 2010, 152, 413-423.

2.6 7

131 Identification and molecular characterization of dorsal and dorsal-like genes in the cyclopoid
copepod Paracyclopina nana. Marine Genomics, 2015, 24, 319-327. 1.1 7

132 Waterborne zinc pyrithione modulates immunity, biochemical, and antioxidant parameters in the
blood of olive flounder. Fish and Shellfish Immunology, 2019, 92, 469-479. 3.6 7

133
Temperature elevation stage-specifically increases metal toxicity through bioconcentration and
impairment of antioxidant defense systems in juvenile and adult marine mysids. Comparative
Biochemistry and Physiology Part - C: Toxicology and Pharmacology, 2020, 237, 108831.

2.6 7

134 Effects of Endocrine Disruptors onBombina orientalisP450 Aromatase Activity. Zoological Science,
2010, 27, 338-343. 0.7 6

135 Identification and analysis of whole microcystin synthetase genes from two Korean strains of the
cyanobacterium Microcystis aeruginosa. Genes and Genomics, 2012, 34, 435-439. 1.4 6

136
Identification of three doublesex genes in the monogonont rotifer Brachionus koreanus and their
transcriptional responses to environmental stressor-triggered population growth retardation.
Comparative Biochemistry and Physiology - B Biochemistry and Molecular Biology, 2014, 174, 36-44.

1.6 6

137
Inhibitory effects of biocides on transcription and protein activity of acetylcholinesterase in the
intertidal copepod Tigriopus japonicus. Comparative Biochemistry and Physiology Part - C: Toxicology
and Pharmacology, 2015, 167, 147-156.

2.6 6

138 Conservation of <i>Hox</i> gene clusters in the selfâ€•fertilizing fish <i>Kryptolebias marmoratus</i>
(Cyprinodontiformes; Rivulidae). Journal of Fish Biology, 2016, 88, 1249-1256. 1.6 6

139 Endosulfan Induces Embryotoxicity in the Marine Medaka Oryzias javanicus. Toxicology and
Environmental Health Sciences, 2019, 11, 19-26. 2.1 6

140

Benzo[<i>a</i>]pyrene constrains embryo development via oxidative stress induction and modulates
the transcriptional responses of molecular biomarkers in the marine medaka <i>Oryzias javanicus</i>.
Journal of Environmental Science and Health - Part A Toxic/Hazardous Substances and Environmental
Engineering, 2020, 55, 1050-1058.

1.7 6

141
Draft Genome Database Construction from Four Strains (NIES-298, FCY- 26, -27, and -28) of the
Cyanobacterium Microcystis aeruginosa. Journal of Microbiology and Biotechnology, 2012, 22,
1208-1213.

2.1 6

142
8-Oxoguanine DNA glycosylase 1 (OGG1) from the copepod Tigriopus japonicus: Molecular
characterization and its expression in response to UV-B and heavy metals. Comparative Biochemistry
and Physiology Part - C: Toxicology and Pharmacology, 2012, 155, 290-299.

2.6 5

143 Complete mitochondrial genome of the Arctic green sea urchin<i>Strongylocentrotus
droebachiensis</i>(Strongylocentrotidae, Echinoidea). Mitochondrial DNA, 2012, 23, 369-370. 0.6 5

144 Complete mitochondrial genome of the intertidal hermit crab, <i>Pagurus similis</i> (Crustacea,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 62 Td (Anomura). Mitochondrial DNA Part B: Resources, 2019, 4, 1861-1862.0.4 5
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145 Complete mitochondrial genome of the crinoid echinoderm, Florometra species (Echinodermata,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 742 Td (Crinoidea). Mitochondrial DNA Part B: Resources, 2020, 5, 852-853.0.4 5

146 HspA and HtpG Enhance Thermotolerance in the Cyanobacterium, Microcystis aeruginosa NIES-298.
Journal of Microbiology and Biotechnology, 2012, 22, 118-125. 2.1 5

147 Chronic exposure to sublethal concentrations of saxitoxin reduces antioxidant activity and immunity
in zebrafish but does not affect reproductive parameters. Aquatic Toxicology, 2022, 243, 106070. 4.0 5

148 Transcriptome information of the Arctic green sea urchin and its use in environmental monitoring.
Polar Biology, 2014, 37, 1133-1144. 1.2 4

149
Plasma biomarkers in juvenile marine fish provide evidence for endocrine modulation potential of
organotin compounds. Comparative Biochemistry and Physiology Part - C: Toxicology and
Pharmacology, 2018, 210, 35-43.

2.6 4

150
Development and Evaluation of Olive Flounder <i>cyp1a1</i>-Luciferase Assay for Effective Detection
of CYP1A-Inducing Contaminants in Coastal Sediments. Environmental Science &amp; Technology, 2020,
54, 15170-15179.

10.0 4

151 Identification of the retinoblastoma (Rb) gene and expression in response to environmental stressors
in the intertidal copepod Tigriopus japonicus. Marine Genomics, 2015, 24, 387-396. 1.1 3

152 Identification of insulin-like peptide 1 (ILP1) gene and its expression in response to different food
sources in the intertidal copepod Tigriopus japonicus. Fisheries Science, 2015, 81, 495-504. 1.6 3

153
Early expansion and expression of the lipopolysaccharide (LPS)-induced TNF-Î± factor (LITAF) gene family
in the LPS-exposed monogonont rotifer Brachionus koreanus. Comparative Biochemistry and
Physiology - B Biochemistry and Molecular Biology, 2015, 188, 15-23.

1.6 3

154 Effects of Polychlorinated Biphenyls on Survival, Growth, and Offspring Production of the Mysid
Crustacean, Neomysis awatschensis. Toxicology and Environmental Health Sciences, 2018, 10, 132-138. 2.1 3

155
De novo Assembly and Annotation of the Blood Transcriptome of the Southern Elephant Seal
Mirounga leonina from the South Shetland Islands, Antarctica. Ocean Science Journal, 2019, 54,
307-315.

1.3 3

156
Characterization and phylogenetic analysis of the complete mitochondrial genome of
<i>Florometra</i> species (Echinodermata, Crinoidea). Mitochondrial DNA Part B: Resources, 2020, 5,
2010-2011.

0.4 3

157 Complete mitochondrial genome of the lemon damsel, Pomacentrus moluccensis (Perciformes,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 262 Td (Pomacentridae). Mitochondrial DNA Part B: Resources, 2020, 5, 2157-2158.0.4 3

158 Complete mitochondrial genome of the marine polychaete <i>Hediste japonica</i> (Phyllodocida,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 222 Td (Nereididae). Mitochondrial DNA Part B: Resources, 2020, 5, 850-851.0.4 3

159 First complete mitochondrial genome from family Moinidae, <i>Moina macrocopa</i> (Straus, 1820)
(Cladocera; Moinidae). Mitochondrial DNA Part B: Resources, 2022, 7, 980-982. 0.4 3

160
Differential transcript expression of selected gene batteries in two clonal strains of the
self-fertilizing fish, Kryptolebias marmoratus. Comparative Biochemistry and Physiology - B
Biochemistry and Molecular Biology, 2013, 164, 229-235.

1.6 2

161 De novo assembly and annotation of the blood transcriptome of the southern giant petrel
Macronectes giganteus from the South Shetland Islands, Antarctica. Marine Genomics, 2018, 42, 63-66. 1.1 2

162 Complete mitochondrial genome of the Greenland wolf, Canis lupus orion. Mitochondrial DNA Part B:
Resources, 2019, 4, 2836-2838. 0.4 2
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163 Complete mitochondrial genome of the fire goby, <i>Nemateleotris magnifica</i> (Perciformes,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 742 Td (Gobiidae). Mitochondrial DNA Part B: Resources, 2020, 5, 1894-1896.0.4 2

164 The first complete mitochondrial genome from the family Solasteridae, <i>Crossaster papposus</i>
(Echinodermata, Asteroidea). Mitochondrial DNA Part B: Resources, 2021, 6, 45-47. 0.4 2

165 Complete mitochondrial genome of the marine polychaete, Nereis zonata (Phyllodocida, Nereididae)
isolated from the Beaufort Sea. Mitochondrial DNA Part B: Resources, 2021, 6, 231-233. 0.4 2

166 The linear mitochondrial genome of commensal hydroid <i>Eutima japonica</i> (<i>Cnidaria</i>,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 622 Td (<i>Hydrozoa</i>, <i>Eirenidae</i>). Mitochondrial DNA Part B: Resources, 2021, 6, 1082-1084.0.4 2

167
Physiological and molecular responses of the Antarctic harpacticoid copepod Tigriopus
kingsejongensis to salinity fluctuations â€“ A multigenerational study. Environmental Research, 2022,
204, 112075.

7.5 2

168 The complete mitochondrial genome of the terebellid polychaete Thelepus plagiostoma (Terebellida;) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 542 Td (Terebellidae). Mitochondrial DNA Part B: Resources, 2021, 6, 3114-3116.0.4 2

169 The complete mitochondrial genome of Lamprologus signatus (Perciformes: Cichlidae). Mitochondrial
DNA Part B: Resources, 2021, 6, 3487-3489. 0.4 2

170 Complete mitochondrial genome of the marine mysid <i>Siriella</i> sp. (Crustacea, Mysida, Mysidae).
Mitochondrial DNA Part B: Resources, 2019, 4, 2400-2402. 0.4 1

171
Characterization and phylogenetic analysis of the complete mitochondrial genome of the marine
ribbon worm Cephalothrix species (nemertea: Palaeonemertea). Mitochondrial DNA Part B: Resources,
2020, 5, 2012-2014.

0.4 1

172 Complete mitochondrial genome of the blue-green damselfish, <i>Chromis viridis</i> (Perciformes,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 382 Td (Pomacentridae). Mitochondrial DNA Part B: Resources, 2020, 5, 1834-1835.0.4 1

173 Characterization and phylogenetic analysis of the complete mitochondrial genome of the polychaete,
<i>Melinna cristata</i>. Mitochondrial DNA Part B: Resources, 2021, 6, 3038-3040. 0.4 1

174
Characterization of the complete mitochondrial genome of the scale worm, Eunoe nodosa
(Phyllodocida; Polynoidae) from the Beaufort Sea. Mitochondrial DNA Part B: Resources, 2021, 6,
2835-2837.

0.4 1

175 Blood transcriptome resources of chinstrap (Pygoscelis antarcticus) and gentoo (Pygoscelis papua)
penguins from the South Shetland Islands, Antarctica. Genomics and Informatics, 2019, 17, e5. 0.8 1

176 Complete mitochondrial genome of the six-line wrasse Pseudocheilinus hexataenia (Labriformes,) Tj ET
Q

q
0 0 0 rg
BT /Overlock 10 Tf 50 222 Td (Labridae). Mitochondrial DNA Part B: Resources, 2022, 7, 167-169.0.4 1

177
Long-term exposure to antifouling biocide chlorothalonil modulates immunity and biochemical and
antioxidant parameters in the blood of olive flounder. Comparative Biochemistry and Physiology Part
- C: Toxicology and Pharmacology, 2022, 257, 109337.

2.6 1

178
Characterization and phylogenetic analysis of the complete mitochondrial genome of the rainbow
krib, <i>Pelvicachromis pulcher</i> (Perciformes: Cichlidae). Mitochondrial DNA Part B: Resources,
2022, 7, 918-920.

0.4 1

179
Corrigendum to â€œExpression of three novel cytochrome P450 (CYP) and antioxidative genes from the
polychaete, Perinereis nuntia exposed to water accommodated fraction (WAF) of Iranian crude oil and
Benzo[Î±]pyreneâ€• [Mar. Environ. Res. 90C (2013) 75â€“84]. Marine Environmental Research, 2013, 92, 282.

2.5 0

180 Complete mitochondrial genome of the Arctic hare, Lepus arcticus. Mitochondrial DNA Part B:
Resources, 2019, 4, 3621-3623. 0.4 0
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181 Complete mitochondrial genome of the yellow prawn-goby, Cryptocentrus cinctus (Perciformes,) Tj ET
Q

q
1 1 0.784314 rg
BT /Overlock 10 Tf 50 742 Td (Gobiidae). Mitochondrial DNA Part B: Resources, 2020, 5, 1993-1995.0.4 0

182
Characterization and phylogenetic analysis of the complete mitochondrial genome of the firemouth
cichlid, <i>Thorichthys meeki</i> (Perciformes: Cichlidae). Mitochondrial DNA Part B: Resources, 2022,
7, 1072-1074.

0.4 0


