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Consistent responses of soil microbial communities to elevated nutrient inputs in grasslands across
the globe. Proceedings of the National Academy of Sciences of the United States of America, 2015, 112, 7.1 1,023
10967-10972.

Relic DNA is abundant in soil and obscures estimates of soil microbial diversity. Nature Microbiology,
2017, 2,16242.

Plant diversity predicts beta but not alpha diversity of soil microbes across grasslands worldwide. 6.4 612
Ecology Letters, 2015, 18, 85-95. )

Reconstructing the Microbial Diversity and Function of Pre-Agricultural Tallgrass Prairie Soils in the
United States. Science, 2013, 342, 621-624.

Continental-scale distributions of dust-associated bacteria and fungi. Proceedings of the National 71 379
Academy of Sciences of the United States of America, 2015, 112, 5756-5761. )

Bacterial Communities Associated with the Surfaces of Fresh Fruits and Vegetables. PLoS ONE, 2013, 8,
e59310.

Biogeographic patterns in below-ground diversity in New York City's Central Park are similar to those

observed globally. Proceedings of the Royal Society B: Biological Sciences, 2014, 281, 20141988. 2.6 295

Home Life: Factors Structuring the Bacterial Diversity Found within and between Homes. PLoS ONE,
2013, 8, e64133.

Changes in Bacterial and Fungal Communities across Compost Recipes, Preparation Methods, and 05 258
Composting Times. PLoS ONE, 2013, 8, e79512. :

Why are some microbes more ubiquitous than others? Predicting the habitat breadth of soil bacteria.
Ecology Letters, 2014, 17, 794-802.

Predicting the structure of soil communities from plant community taxonomy, phylogeny, and traits. 0.8 210
ISME Journal, 2018, 12, 1794-1805. ’

The ecology of microscopic life in household dust. Proceedings of the Royal Society B: Biological
Sciences, 2015, 282, 20151139.

Volatile organic compound (VOC) emissions from soil and litter samples. Soil Biology and 8.8 199
Biochemistry, 2008, 40, 1629-1636. :

Microbes follow Humboldt: temperature drives plant and soil microbial diversity patterns from the
Amazon to the Andes. Ecology, 2018, 99, 2455-2466.

Digging the New York City Skyline: Soil Fungal Communities in Green Roofs and City Parks. PLoS ONE, 05 174
2013, 8, e58020. ’

Diversity, distribution and sources of bacteria in residential Ritchens. Environmental Microbiology,

2013, 15, 588-596.

A method for simultaneous measurement of soil bacterial abundances and community composition via

16S rRNA gene sequencing. Soil Biology and Biochemistry, 2016, 96, 145-151. 8.8 170



20

22

24

26

28

30

32

34

36

JONATHAN W LEFF

ARTICLE IF CITATIONS
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