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Gastroenterology, 2019, 157, 257-259.e5.
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Oncotarget, 2018, 9, 9963-9974.

S100A8<sup>+<[sup>stroma cells predict a good prognosis and inhibit aggressiveness in colorectal

carcinoma. Oncolmmunology, 2017, 6, e1260213. 4.6 23



38

40

42

44

46

48

50

52

54

ARTICLE IF CITATIONS

Susceptibility loci for metabolic syndrome and metabolic components identified in Han Chinese: a

multid€stage genomed€wide association study. Journal of Cellular and Molecular Medicine, 2017, 21,
1106-1116.

Deletions at SLC18A1 increased the risk of CRC and lower SLC18A1 expression associated with poor CRC

outcome. Carcinogenesis, 2017, 38, 1057-1062. 2.8 4
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