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154 Insertion of foreign random sequences of 120 amino acid residues into an active enzyme. FEBS Letters,
1997, 402, 177-180. 2.8 23

155 Isologous diversification: A theory of cell differentiation. Bulletin of Mathematical Biology, 1997, 59,
139-196. 1.9 20

156 Isologous diversification: A theory of cell differentiation. Bulletin of Mathematical Biology, 1997, 59,
139-196. 1.9 94

157 Solubility of artificial proteins with random sequences. FEBS Letters, 1996, 382, 21-25. 2.8 60

158 Fate of a mutant emerging at the initial stage of evolution. Researches on Population Ecology, 1996, 38,
231-237. 0.9 18
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