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ARTICLE IF CITATIONS

Deep sequencing of sncRNAs reveals hallmarks and regulatory modules of the transcriptome during

Parkinsond€™s disease progression. Nature Aging, 2021, 1, 309-322.
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Communications, 2020, 11, 5958. 12.8 46

Parkinsona€™s disease-associated alterations of the gut microbiome predict disease-relevant changes in
metabolic functions. BMC Biology, 2020, 18, 62.

Evaluating the Use of Circulating MicroRNA Profiles for Lung Cancer Detection in Symptomatic
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Large-scale validation of miRNAs by disease association, evolutionary conservation and pathway
activity. RNA Biology, 2019, 16, 93-103.
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The Luxembourg Parkinsond€™s Study: A Comprehensive Approach for Stratification and Early Diagnosis.
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Application to the Ear and Sensory Organs of the Fetal Mouse. PLoS ONE, 2015, 10, e0118024. 2.5 0

A com‘aendium of expression patterns of cholesterol biosynthetic enzymes in the mouse embryo.
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High-Throughput In Situ Hybridization: Systematical Production of Gene Expression Data and Beyond.
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The transcription factor HNF1ix regulates expression of chloride-proton exchanger CIC-5 in the renal
proximal tubule. American Journal of Physiology - Renal Physiology, 2010, 299, F1339-F1347.

CRX Is a Diagnostic Marker of Retinal and Pineal Lineage Tumors. PLoS ONE, 2009, 4, e7932. 2.5 43

Expression patterns of the aquaporin gene family during renal development: influence of genetic
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