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Genome-wide association studies (GWAS) in barley. Burleigh Dodds Series in Agricultural Science,

2019, , 503-536.

Algerian durum wheat assessment for early drought tolerance shows landraces superiority. Egyptian

Journal of Agronomy, 2019, . 0.3 2

Resequencing theVrs1 gene in Spanish barley landraces revealed reversion of six-rowed to two-rowed
spike. Molecular Breeding, 2018, 38, 1.

Assessing different barley growth habits under Egyptian conditions for enhancing resilience to 51 30
climate change. Field Crops Research, 2018, 224, 67-75. )

Grain yield stability of high-yielding barley genotypes under Egyptian conditions for enhancing
resilience to climate change. Crop and Pasture Science, 2018, 69, 681.

Analysis of Plant Pan-Genomes and Transcriptomes with GET_HOMOLOGUES-EST, a Clustering Solution

for Sequences of the Same Species. Frontiers in Plant Science, 2017, 8, 184. 3.6 63

Large Differences in Gene Expression Responses to Drought and Heat Stress between Elite Barley
Cultivar Scarlett and a Spanish Landrace. Frontiers in Plant Science, 2017, 8, 647.

Barley Types and Varieties in Spain: A Historical Overview. Ciencia E Investigacion Agraria, 2017, 44, 1-12. 0.2 3

A Cluster of Nucleotided€Binding Sited€“Leucined€Rich Repeat Genes Resides in a Barley Powdery Mildew
Resistance Quantitative Trait Loci on 7HL. Plant Genome, 2016, 9, plantgenome2015.10.0101.

Assessing genetic and phenotypic diversity in pepper (Capsicum annuum L.) landraces from North-West

Spain. Scientia Horticulturae, 2016, 203, 1-11. 3.6 33
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Towards Positional Isolation of Three Quantitative Trait Loci Conferring Resistance to Powdery 05 14
Mildew in Two Spanish Barley Landraces. PLoS ONE, 2013, 8, e67336. ’

Barley Adaptation: Teachings from Landraces Will Help to Respond to Climate Change. , 2013, , 327-337.

Quantitative Trait Loci and Candidate Loci for Heading Date in a Large Population of a Wide Barley

Cross. Crop Science, 2012, 52, 2469-2480. 18 24
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Genetic diversity of barley cultivars grown in Spain, estimated by RFLP, similarity and coancestry
coefficients. Plant Breeding, 1998, 117, 429-435.

Changes over time in the adaptation of barley releases in north-eastern Spain. Plant Breeding, 1998, 117, 1.9 53
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